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Identification of Colletotrichum species associated with Saxifraga
stolonifera anthracnose
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Abstract: [Objective] The study aims to isolate and identify the pathogen from Saxifraga stolonifera
anthracnose. [Methods] The pathogen were isolated by tissue associated anthracnose and confirmed
through Koch’s postulates, then the strains were identified through morphologic characteristics and
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multi-locus (ACT, CAL, CHS-1, GAPDH, ITS, TUB2) phylogeny analysis. [Results] Two strains,
isolated from the leaves of S. stolonifera, were numbered as LPSU 20120244 and LPSU 20120251.
Conidium of both two strains was hyaline, aseptate, straight, cylindrical. Conidium size of LPSU
20120244 was (11-25) pmx(5-9) um, LPSU 20120251, (15-25) umx(5—7) um. Strain LPSU
20120244 and LPSU 20120251 was clustered with Colletotrichum karstii Y.L. Yang, Zuo Y. Liu,
K.D. Hyde & L. Cai and C. jiangxiense F. Liu & L. Cai, respectively, and the bootstrap support of
both two clades were 100%. [Conclusion] Based on morphologic characteristics and multi-locus
phylogeny analysis, the two strains represent 2 Colletotrichum species, Colletotrichum karstii (strain
LPSU 20120244) and C. jiangxiense (strain LPSU 20120251).

Keywords: Colletotrichum Cda., Multi-locus phylogeny, Koch’s postulates
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Figure 1 Anthracnose symptoms on Saxifiaga stolonifera and morphology of the Colletotrichum karstii (strain: LPSU
20120244)
A B 21d ( )y C D
E ( ) F G . 10 pm.

Note: A: Symptom on leaf in the wild; B: Symptom of pathogenicity test on leaf in vivo after 21 d (indicated by an arrow); C: Conidiogenous
cells; D: Conidia; E: Conidial appressoria (germ tube was indicated by an arrow); F—G: Mycelial appressoria. Bars=10 pm.
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B2 IERERFESHEFE(ERS: LPSU20120251)
Figure 2 Morphology of the Colletotrichum jiangxiense (strain: LPSU 20120251)

A-C D-F 10 um.
Note: A—C: Conidia; D—F: Mycelial appressoria. Bars=10 um.
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