xR Jan. 20, 2017, 44(L): 217-224

Microbiology China http://journals.im.ac.cn/wswxtben
tongbao@im.ac.cn DOLI: 10.13344/j.microbiol.china.160413

z % 5ixad

Mo E=ICFAMEEZIEEMER LptD B4 KX IheE
iR
R T =2 T
(1. PN R YR TS AT )il #ER 611130)

(2. N RA=S Y B &abiiatG Il BSE8  611130)
(3. Zhsei 5 NSRRI E i se a9l BUAR 611130)

W OE: AFZRAMEAT, BBEBERNRGERE RIS, FAEMR@MEAYER L. Mk
KEHBFLRAME T, Lpt ZRAZZMIE S R—8Z, EZZRT LptD 4FAH— A5
MR E G, LRIES BRI ORE—, RAOFS FHARER ZEEH eGP, LptD &
5% M ERNENFAGE, CIEAIER LM, BRBRAE T, BRBEES, {20k
HREM, LptD REZNARALL TS EH, CRALLERSBEEmmEAT 54
Hhhe. ALEENBHSFZRAKEE LptD R QL MR LD AT, AHAR—F R
e F LR AME G % 452 il 25 (Lpt 18 38) B8 54 b 2R G 18] 6948 ZAE R LBl 3R A

X§EE): FZRMAME, LptD, s ZAREH

Structure and function of LptD in some Gram-negative bacteria
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Abstract: Lipopolysaccharide plays an important role in the outer membrane of most Gram-negative
bacterium, because it consists of the innate immune system for these bacteria. Lpt system is the only
pathway to transport lipopolysaccharide in most Gram-negative bacteria. Among them, the outer
membrane protein LptD is involved in the last step of lipopolysaccharide transportation, so it is
regarded as a “vital gate”. LptD is involved in a variety of biological processes, including organic
solvent tolerance, hydrophobic antibiotic resistance and membrane permeability. Recent studies have
shown that the most important function of LptD is its role in the transportation of lipopolysaccharide.
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To help further understand LptD and reveal the Lpt mechanism in other gram-negative bacteria, we
described the structure and functions of LptD in some Gram-negative bacteria.

Keywords: Gram-negative bacteria, LptD, Lipopolysaccharide transportation
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Figure 1 Schematic of the structure of lipopolysaccharide transport proteins LptACDE
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FRIR LGS 45 6, FHEdE LptD i C31 1 C173 3
ot Z PR TR B B — N IR B AN 2 s . SRS
XA LptD H AR CRAT 454 8 BamA (25, 718
HHAME B AR AT E AT E Bam R4 (G
BamABCDE) & il 5E 4411 LptD &4, LptD 45 LptE
(i Lol R%G: 50 iU le)—e P AMEE LPS iz Z &
Y LptD/EBS (K 2). 5 &bt FEN kA= 7E
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Figure 2 Schematic of the assembly mechanism of LptD and LPS
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it 2y 72, R #ifr 4 OstA (Organic solvent
tolerance A),
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WSS 5 T RIBFFH BA DLE R 2 #E R, %k
P B DL R IR A bk K-12 Hpel,
TN, TEFRATWFIE S KA I 55 5% 06 R B 1 s iz
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