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Abstract: Human gastrointestinal is a diversified and live microecological system, and a body site of
scientific interest. Intestinal tract comprises 100 trillion and nearly 1 000 to 1 150 bacterial phylotypes
that interact and influence the health of the human host. The influences could be positive or with
potential threats. In this paper, the relationship between gastrointestinal microbiota and diseases, the
effect of probiotics on human health, and the new approach of researching on the gastrointestinal
microbiota are reviewed to provide references for domestic researchers, and to raise the awareness of

general public regarding gastrointestinal health
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Figure 1 Effect of L. casei Zhang on oral glucose tolerance in each group

T A 5510 AR R AR it 2k, m:
#; e

NC#; ao: HM 1 4; eo: LP 4. B: % 14 AR O RBEmHEHZE. m: NC4; o: HMII
LT 4H. C: &5 10 JER B O IR S 2k AUC; D: &5 14 JE SR 0 IR R ih 28 AUC.

Note: A: Oral glucose tolerance of rats at 10th week. m: NC group; A: HM I group; e: LP group. B: Oral glucose tolerance of rats at 14th
week. m: NC group; ¢: HM II group; e: LT group. C: AUC of OGTT among NC, LP, HM groups after 9-week high-fructose fed. D: AUC of

OGTT among NC, LT, HM groups after 13-week high-fructose fed.

Wi i i LW (i W i s T IE R X RRAE, R HM T
4. LP 20, HMIIZHAN LT L3P BH 2 A
A2 . HM T 201 LP 4 B i th 4R W E 25 57 A8
W%, T LT 4wt i h 20 2 %K T HM L.
2ELZRAH, Lactobacillus casei Zhang X ## R K
FAVRS o 2 A B S A T B Al A T, JFX R R
T TR BRI A TR It A AR A F 907 1 P

ARSI AR 11 ZEREANCEFER 26
). 12 ZPAENCFYAER 51 2K 10 484
NCHFIAES 76 )& AR RIAEI BAE N 1) 33 IR
HWAT TR, EEESHORE RSN
6x10'"° CFU/mL 19 Lactobacillus plantarum P-8, %
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*1 FFEABERFA Lactobacillus plantarum P-8 X iZi& B 43 5B G B Tk B 0 A BIEZMD

Table 1 Influence of oral intake of Lactobacillus plantarum P-8 on the concentration of SIgA of group with different age

A B 8 (&) SIgA (ng/g)

Time (week) Y (n=11) M (n=12) E (n=10)
0 140.30+18.09%° 122.39+14.80%° 152.65+23.2252
2 142.70+15.60*° 246.93+43.954° 265.28420.884°
4 151.88+18.62* 137.68+14.805° 167.93423.2252
5 150.10+£9.40*° 118.90+12.935¢ 160.70+2.3452
6 147.684+21.55%° 117.99+14.075* 157.16+20.465*
8 126.81+15.69™* 134.19+15.15%¢ 118.14+14.615°

TE: Y M M E MFOR YL AR, NG FREBORF TR B EH 2250, KE TR 518 2.3 22 71 (p < 0.05).

Note: Y, M and E signify the young, middle-aged and elderly groups. Significant differences mean within the same row are indicated by

different small, whereas a different capitalized superscript letter denotes statistically significant variation within the same column (p < 0.05).

R 2 ERANEX B RS YA AR R0

Table 2 Effect of ill individual on the gastrointestinal composition

AR AR B A AR AL

’Eﬁﬁ Changes of gastrointestinal microbiota in the sick
Disease FE B Incremental microbiota FEARIY BT Reduced microbiota
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PN 7E T AT BT

TREREA ] FUATFE
Irritable bowel syndrome HUFFEAT] MU B

TRl VAL SRR AT
Gastrointestinal carcinoma A e

W B IR B 7 e
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