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Abstract: Peroxisome is an organelle with single membrane in various eukaryotic cells, and contains
various enzymes essential for multiple physiological and metabolic processes in organisms. At
present, more than 30 proteins that control peroxisome assembly, division, and inheritance are
identified from fungi, named peroxins (encoded by PEX genes). Peroxins are also involved in
glyoxylate cycle and in fatty acid metabolism, and related closely with the pathogenicity of fungi.
Recently, peroxins have been identified from increasing number of fungi with the development of
genome sequencing technology, as well as the application of novel experimental technology. In this
review, we summarized the category and distribution of peroxins, and discussed the properties and
functions of peroxins in fungi.
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Table 1 Properties and functions of peroxins involved in the biogenesis of peroxisomes in fungi

Gene

Characteristics Funtion in biogenesis

Molecular function
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Note: PMP: Peroxisomal membrane protein; PTS: Peroxisome targeting signal; AAA-type ATPase: ATPase associated with diverse
cellular activities; TPR region: Tetratricopeptide repeat; WD40: 40 amino acid long domain containing conserved Trp-Asp; SH3-domain:
Containing a structure of Pex13p C-terminus, can be respectively combined with Pex5p and Pex14p; DysF: Scilicet Dysferlin domain,
Pex23p family proteins contain a structure with an unknown function.
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Table 2 Distribution of peroxins in different fungi
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