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Morphological and Molecular Identification of Ophiobolins
Producing Strain F0272172
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Abstract: A filamentous fungus F02Z2172 which is able to produce ophiobolins was isolated from
Wuyishan Nature Reserve in Fujian province. The strain was identified as Aspergillus pseudodeflectus
by cultural and morphological characteristics and phylogenetic analysis based on ITS rDNA,
Calmodulin and B-tubulin sequences. The relation between A. pseudodeflectus and other species of As-
pergillus Section Usti was also discussed. This was the first report of ophiobolins produced by 4.
pseudodeflectus.
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1.1.1  BE#k: F02Z2172 438 AL AR A X +
HERES . Escherichia coli DHSo HI A4S 3256 B ARAF o
1.1.2 EFE: KERFREES,

1.1.3 EFEZNFEMFERF: BAILHLA DNA 2
BGAH £ DP307-2 (B LA AN I [ RARA: LR (IR
FYEBR/AF . pGEM-T easy vector, T4 DNA ligase
W4T Promega /3 Fl; Tag DNA R4 1§, DNA Marker
DL 2000 A& Jis [l &% A TaKaRa 237 .

1.14 FEMNRF®RE: L% 8 ME (OLYMPUS
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centrifuge 5415D). #/% PCR {¥(Eppendorf). 14
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(10 mmol/L)4% 1 puL, dNTPs(&: Fh 5 43 ¥ K 2.5
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Buffer 5 pL, fill ddH,0 Z 50 pL; K 41F: 94°C
5 min; 94°C 30 s, 54°C 30 s, 72°C 60 s, 30MEFF;
72°C 10 min, @ PCR "3 ¥y [ S5 51 I 7 -
FH V% Br I 68 e i VKA, (] PCR e 1] i i 541
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BLASTn &7 #E17 L% I i GenBank % 5%%5.
2 53 JE £ A A A U R ) ITS . Calmodulin FI
B-tubulin 751, LA Aspergillus egyptiacus NRRL 5920
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HR, ER ERRC 1000 TR ISR B RAS K
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TEA [CHEREE BiE (CYA) | 25°C B3R Td Im HAR N
32 mm-36 mm; B ER, B BRJE; RmBEA K
AT ARIA B h BB, S K (5 2 R
fyta, W R B EA R AR, MR A,
Hh SR 345 43 A A R S /N R IR AR B 608 M
HIETT R 6, RETE 20% 000 A FCREREE B iR
(CY20S) I 25°C 557 7 d J5 HAE N 28 mm—30 mm;
BB, POk BHR; AREL . RS S
WVE R EIRIK G, 2%, NG RAM; B R,
WVET R 5E im0, WK TEZE R I 3RS (MEA)
1 25°C 155 7 d JE HAZ N 43 mm—45 mm; 5 HL 5 5
REMZR, AL, WEBEAERKAG,
PRAEE NIRRT BAIR(CYA) b 37°C HidR 7 dJa HAR N
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Fig. 1 Macro and micro characteristics of F02Z2172
i A-D: 25°C $55% 7 d U7, A: CA; B: CYA; C: CY20S; D: MEA; E: CYA 37°C ¥53% 7 d (U I&; F-G: 43 4E #1748, F: SEM 1000 x; G:

SEM 2500 x.
Note: A-D: Colonies at 25°C after 7 d, A: CA; B: CYA; C: CY20S; D: MEA; E: Colonies on CYA at 37°C after 7 d; F-G: Conidiophores, F:
SEM 1000 x; G: SEM 2500 x.
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Fig. 2 Phylogenetic tree inferred from neighbour-joining analysis of ITS rDNA sequences of F02Z2172 and
Aspergillus Section Usti
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Note: Numbers above branches are bootstrap values. Type isolates designated by a superscript T. Bar, 0.01% nucleotide substitutions per site.
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Fig. 3 Phylogenetic tree inferred from neighbour-joining analysis of partial calmodulin gene sequences of F02Z2172 and
Aspergillus Section Usti
T AR T Fomiiaibg, B R A RME; BB feiE g,
Note: Numbers above branches are bootstrap values. Type isolates designated by a superscript T. Bar, 0.05% nucleotide substitutions per site.
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Fig. 4 Phylogenetic tree inferred from neighbour-joining analysis of partial p-tubulin gene sequences of F02Z2172 and
Aspergillus Section Usti

s Lhe T Fonialbk; Bov U A RRAE; B0 f2 iR e

Note: Numbers above branches are bootstrap values. Type isolates designated by a superscript T. Bar, 0.02% nucleotide substitutions per site.
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