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Advance in Research of Agarase

MA Cui-Ping"  SHI Chao

(College of Chemistry and Molecular Engineering, Qingdao University of Science and Technology, Qingdao 266042)

Abstract: Agarases are glycoside hydrolases. They are grouped into o and B types, which hydrolyze
a-1, 3 linkages and B-1, 4 linkages respectively. The paper is about advance in research of agarase in-
cluding the research of biology, the classcification, the crystal structure, the catalysis mechanism and
application of agarases.
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