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Epitope analysis and vaccine development of severe acute
respiratory syndrome coronavirus 2: a review
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Abstract: Vaccination has been considered as the most effective method to prevent the further spread of
the current corona virus disease 2019 (COVID-19). Nowadays, many research teams world wide have
applied different technologies for the research on the vaccines of severe acute respiratory syndrome
coronavirus 2 (SARS-CoV-2). This article summarizes the research on multiple aspects, including epitope
analysis of SARS-CoV-2, research progress of vaccines and potential risk of vaccination. It discusses the
difficulties in the development and application of vaccines in the meantime of evaluating the safety and
effectiveness of the vaccines in the respective research routes.
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SARS-CoV-2 Bk 58 AR R 7= A, HATHE I FaE )
TR RE Bl iR v 22 | Bz KA I
MELLS A R0 T A G2 1 24 mRINA £ 7 (1)
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1 28 192 {37 JCHK A SNP KBRS S AL X 2 4>
WAL, Ffm ) SR IS B R A W S REVE 2 b
IR L R Rk A HR AR RE 12
AT H, 2020 45 1 H FAE R AN
D614G #EtRI 4> EIARTEZ D I, HENZ#E
H A BRE B ik 97%L) F, 4778 D614G B A
Sy AT B P B R A TR RO, X e A i
) 5rHr kB, D614G A2 5[+ SARS-CoV-2 )
SR AR A, A TR AR
RUE R e 15 2 SARS-CoV-2 B 5g LA
REA R AN D614G 278 E, (HA 5 AR BLAY L

FREWE AL A RASREATEAR O, peob, ids
FEANTR] A AR & A ) AL B A At AR AR 5
P EE TR COVID-19 BRI AT
L B 724 SARS-CoV-2 Hilflf5 F Y
fata, HEONEAR. 2GR ML
PREEILEER R e ORI A A ki T 0204,

N PR UESE T A R | AN A [ A K TR
BERRAGT A 40T, B0 4 A TR bR L A A
PR R 14 22 91 X B A0 T HR T A3
X A HI R TR 1 B AT B
3.2 JEEIEME AT AE N Ak SR TS RN E] & IR IT

PEHE S A 0 TR A B HAT G AP A
M, AR FIHUARAEAER AT RESSHE N SARS-CoV-2
Pk AR HER T R L Pk e g
PEBUIR (25 A TA]— 07 25 9 AS TR BT ) 1) A7 76 0 3 B
1k k3 AR A ) 7= A TR S A MR PR R AR 47 b £
P57 SARS-CoV-2 Myet® 1) 4k
B, BT R 0 e 5 s ) 23 3K Sl 7 £E A L 1) 706
AL, ET AT B — A AR A R R A BRAY
41, ZBHGIESS, [FERT SARS-CoV-2
A KRR G DU BEA R PH 1L B Y kit
R B85 3 e (A Ko b e 15 T % T 0 A S AR e
(i {3 fig g 140081,

[ 4 2% 745 S A 1) 2 4 1) AR 240 1 el R 6 5 Uk
BEIHIE MR . FHIOCT SARS-CoV [HIAF AR
TR R, K E JEEMBRY SARS-CoV I§ &
BRI RN AME A B R a2 35 117, B
X} SARS-CoV 1) E JFEEFHAT 1 AS[RIFLEE 2k 58
A%, R BIZNG BE T ELE 1 A AR TR A R e
PBM /¥ (E &1 C AR B/ )i6 A 8a #5111 .
E 2R [ (W0 Bk %6 J5UA gt 257 Xk a2 75 1170,
£ E BPEAH B PBM HEF LB A T,
SARS-CoV i [i] T3 i) 76 4wt [ 5 25 1 (19 2[5
A PBM 27 /740 =K E PBM A
FUie; 4 E JER SRR BTCIEMR I B, BB
A SARS-CoV & kit B A #ME: E JER A 17
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TIRE T %A 2R 100 7 A R A B T
{HASTER M, SARS-CoV JlEEFR1E A R4 &
7R AR B VA TR TRD, 3R T kR 2 Y ki
HLE A fF A RS TT LUE it 2R
DR (] s 5 A 1 X R AT D o 2 ke 1] 5 5 2% 1 Ak
R {HY% T SARS-CoV-2 76 AR PN Ak MLl i A
TR, DRI R A AR B A i e A R
3.3 JRHEIEMS|I A8 ADE BIK

ADE I8 2 HiiR 59R 2R 25 & T8 B
WRER G RIE Fo SZIARBRMASZ PR g #0481 1
Ul RS (S UYL e NP NS E i U
92, TN E i g0 Zmip e
ZUFSZ, 415 SARS-CoV 1 MERS-CoV 7N £
P REE7E ADE Bl 43506509

X ik Foy 2R A SRR A FH AT Fak 4 MA
ZARAN A ESEAE S ADE 51 & JBe i) 5
Pl —J7m, SRR AYPUAR Fo XIS
M Foy SZARIMEE G 25 800 B BURLTE A T2 4
Mg, @it IL-2. 1L-6. IL-10, TNF-a, TNF-y. INF-o
AR 7 R IRAT STAT 18 B Al A SR 1 =14
PENE s Jy— 7T, RIERGYS Clg ES GG
EAMA RS, @i C2a. Cab fFHSE A HA T
() C3 #E Rl Tk M C3, /K4 C3b ih— 5
R G NTE-C30 AW, B E S YRAMAZ (K
UG RS | A ISR, AT o0 R A e 81,

WIER AT B DL R R A AL A
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& ADE BII H S e 5 A I8 s 3 A 1o28 490 DR it
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R [ — LI 202 RS B e /K S A 2 A -1,
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PO RIS Be B 236t BR  FARAI, 565 6 ARG AG
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4 5%

£ B IR S BHIE R R COVID-19 %
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Yo ZR 505 | S PR 928 1 A 00 ) R 2 v B IS 7
1) 4 Gk [ R 249 T AHOCEE T . o T 42
FHOCRE B AT RO E RN e 4k, RATIE T X LUF
B RS EAT IR AT (1) A [ [ 5 4t X e AN [
AR SARS-CoV-2 BEbE M7 44T 40 Hr L
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M COVID-19 e 1A P 18 S 1 K ~F- kA T
KRB ER, BB 0 00 OR3P B T AR B8 e i i 12
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