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Kin discrimination and interactions between bacterial siblings
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Abstract: Kin discrimination provides a means for bacterial individuals to identify self from non-self, and is
thus the basis and prerequisite for the competition and cooperation among bacterial cells. By kin
discrimination, competitive non-self-neighbors are separated from each other or are eliminated from
self-populations, whereas the kin groups perform some exclusive social behaviors, such as social movement,
biofilm formation and fruiting-body morphogenesis. Kin discrimination is thus suggested to aid the
co-survival of different kin groups in nature. Recently, kin discrimination is becoming a hot spot in
bacteriological studies. This review summarizes recent progresses in the mechanisms for bacterial kin
discrimination and interactions.
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FEAIER AL B W) E 5 =2 FQBAVEA T rh A B
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SoFaG, MR E RSN . Flan, R
PEMEFLAE 1 BEAEM , AHL {5550 F Hfb2e 2544
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TE 55 2= [ B P 20 0 A 5% 2 Fh s Sk A
RIS {5 5 RO B A e sz A, i, e 4
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