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8 ZE: [8¢9] ARsERRE 2 B (PCV)RFFE T =M mE THALHBE T, [Fik]
it v JRA LR JES PCV2 &M 3 KT Rz 0L, G4 6 kB 3155 AL 4 2
Fetnfoxt BRLR, RAA 3k, FEOM 3k, MEIEMBRRBRLITHE, ERLE 2LdEFTH, L
ARG E BB R M 4 B AT Rk R AL A= MiSeq A4t 2 A AR R k. [4R] PCV2
BeFE 21 d AT ¥R ERRA R ZHKTE, BREATHEMARLEZEILE, THikt
WAt E X F R AT, ARSHERES, IBRFAELERERIK, BRENGELERENW
5. (41 PCV2RESFHITBHEMABRLAE—Z T, TSHAZARY, AERAKS, M
T TR ELR A,

Change of thejgunum fora from PCV2-infected piglets
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Abstract: [Objective] To study changes of piglet’s jefunum pathology and jejunum flora caused by
porcine circovirus 2 type (PCV2) infections. [Methods] The viremia of three piglets infected with
PCV2 by oral and intramuscular injection was determined. Then six weaned pigs, being randomly
divided into PCV2 infected group and the control group (n=3), were infected with PCV2 with the
same route of infection. The three piglets of each group were slaughtered at 21 d after infection.
Jejunum and its contents were collected for microscopic pathology and flora sequencing. [Results]
The virus loads of the piglets’ serum achieved a higher level at 21 d after PCV2 infection. The
jejunum villous of piglets in the infection group atrophied and fell off. The microbial species and

Foundation item: Natural Science Foundation of Beijing-Key Project of Science and Technology Plan of Beijing
Education Commission (No. KZ201510020022); National Natural Science Foundation of China
(No. 31472174)
*Corresponding author: Tel: 86-10-80795591; E-mail: lihuanrongl @126.com
Received: June 19, 2017; Accepted: October 09, 2017; Published online (www.cnki.net): October 24, 2017
EEWE: dbatii AREEEGIH -t i 208 2 A 2 BHE T 55 H (No. KZ201510020022) ; [ 52 F AR R 5k
475 H (No. 31472174)
*@IWAEE: Tel: 86-10-80795591; E-mail: lihuanrongl @126.com

Ui BEA: 2017-06-19; #EZ HHA: 2017-10-09; HisEEi= ¢ kg B #(www.cnki.net): 2017-10-24



2052 e Y274 Microbiol. China

2017, Vol .44, No.12

abundance in these jeunums changed, and jejunum flora diversity increased, including the
significant decrease of Lactobacillus content and the significant increase of Pseudomonas genus
content. [Conclusion] PCV2 infection results in certain changes in piglet’s jejunum flora. A decline
in the jeunum beneficial bacteria and the increase of harmful bacteria may further aggravate the

piglet jejunum inflammation.

Keywords: Porcine circovirus 2 type, Piglets, Jejunum fora
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Figure 1 Kinetics of PCV2 in serum of pigs inoculated
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Figure 2 Histologic lesions of piglets after infection with
PCV2
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Note: 21 dpi, H-E staining, 200x; A: Control group; B: Infected group.
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Tablel OTU number and Alpha diversity of thejejunum florain piglets

SR AV PR R R

FEAS Sample Reads OoTU Ace Chaol Coverage Shannon Simpson
=4
Blank group 89003 996 1010 1032 0.999 528 4.10 0.069 6
JRLZH
Infection group 83 656 1313 1316 1323 0.999 857 5.40 0.0259
243 (PHEEMEBEMAN.: (THHRE P _toop s Mok
PIH) 165 rRNA JEI HHlumina iy, 1K E SR < 80¢ I W EAPCY2
5 NEEH], HILREER I(Firmicites), fUFFH R
Y . FERTINN . N e _'_;lx =1 L
"] (Bacteroidetes) . ZEJE 41 ] (Proteobacteria) . Jik 1% wa i &
Y ey & DAY . e “lp? ] 1
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SEZEAFEG, SRl ELRE B PR B A, 22 22
e
2

R BIE, Hat =4 25523 (P<0.05) (4] 4).

JEAKFE BT, oRaS 4L PCV 2 SR YL AT
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AT FE B T 190 1 8 B, PCV 2 Jiked] i T2
4], PCV2 J&RYLZ Hp = S SR R 2R AT
KARHMITEE , AR RS 13.92%F1 11.47%, 3.
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Figure 4 The relative abundance of jegunum flora in the
phylum level

e 1 JFRERIT; 2: BRI 3: BRWIT; 4 BUTFEIT;
5. WUEAT]. * . 225 535 (P<0.05).

Note: 1: Firmicutes; 2: Actinobacteria; 3: Proteobacteria; 4:

Bacteroidetes; 5: Spirochaetae. *: Significant difference
(P<0.05).
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Table2 Relativeabundance of jejunum florain the genus level

23 IO SRR 2 (1%L 1) 23 140 R L
Jejunum community structure (1% or more) Blank group Infection group (%)
HIZE ()& Treponema, 2 11 2.47
B EE AT Sphingomonas * 1.14
9% B 3R E R Ruminococcaceae UCG-005 * 1.23
WAl Rikenellaceae RC9_gut_group * 154
B Pseudomonas 3.98 11.47
WHIR K EF Prevotellaceae NK3B31_group * 1.11
W FC B J® Prevotella_9 % 1.26
W [CH#J® Prevotella_1 % 1.89
Ji BRT#JE Pediococcus * 1.33
WFVEZEAUAT R Oceanobacillus * 1.03
FLERTH ) Lactococcus 2.55 4.62
FLERFT & Lactobacillus 45.36 3.94
B [P Escherichia-Shigella 1.48 3.07
kIR JE Enterococcus 1.76 1.08
#IFFH H Bacteroidales S24-7_group_norank 1.32 3.03
258 Bacillus 9.58 13.92
AN HiJE Acinetobacter * 1.08

e * X EEE/NT 1%.
Note: *: Relative abundanceis less than 1%.

3 Wit

JEYL PCV 2 RE RN R 2T JLAER PCVD i
IRAEAR Z —,  [RIHERL A &7 ] i 9k B2 40 B a2 Kz 44
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