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Characterization of Edwardsiella tarda by automated EcoR 1

ribotyping and cluster analysis
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Abstract: [Objective] A total of 26 Edwardsiella tarda isolates were characterized by automated
ribotyping and cluster analysis. [Methods] Strains of E. tarda taken from Channel Catfish, Japanese
eel, Turbot, flounder, sweet spot were analyzed by the DuPont Riboprinter'™ Microbial
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Characterization System and we adopted a protocol using EcCOR I as restriction enzyme to
differentiate and characterize the isolates discussed here. The Riboprinter patterns obtained for the 26
isolates were imported and analyzed with BioNumerics software. [Results] The ribotype profiles of
the isolates were compared with the reference DuPont identification database. Only 2 isolates of
ATCC15947 and BYKO00685 matched the patterns of DuPont Identification Library with a
similarily >0.85, reached 0.95 and 0.90. Altogether, 21 different ribotypes (RTs) were generated.
There were geographical differences between the RTs, E. tarda isolates collected from host in
Northern China were phylogenetically from isolates from Southern China were clustered into two
distinct clades, all isolates collected from human and other fishes belonged to third clade.
[Conclusion] The discrimination power of automated ribotyping can be used to characterize bacterial
isolates of various speices for epidemiological studies.

Keywords: Edwardsiella tarda, Ribotyping, Cluster analysis

(Edwardsiella tarda Et) 1.2 FEMNERRT
Riboprinter™
20 Riboprinter™ EcoR I
BioNumerics
( E. tarda Applied Maths Inc
E. tarda
1959 Sakazaki ~ Murata 1.3 Riboprinter Z{EH T2
1.3.1 #mEH: 24h
[2-3] E. tarda ( )
30 uL
E. tarda ( )
25 min A
RiboprinterTM 5uL
DNA 132 L#:
1998 2010
26 E.tarda (1) DNA
EcoRI DNA
1 RRHE T @ DNA DNA
1.1 EH
E. tarda ATCC15947 ATCC23692
Oxiod fi 3)
(1 16S rRNA
VITECK rRNA DNA
32GN1" 168 rRNA CCD
—80°C « 7

Tel: 010-64807511; E-mail: tongbao@im.ac.cn; http://journals.im.ac.cn/wswxtbcn

B

238



EcoR 2251
F 1 IIWFTA®ER E. tarda
Table 1 Reference strains used in this study
2 ZR55%
Host Strains Source  Mortality 2.1 ETHE %Eéﬁ%
Flounder BYK00679 Y : . o
- 7 Riboprinter 85%
Turbot EIB202 Y
TJ090818 Y ATCC15947 BYKO00685 0.85 0.95
L-49231 Y 0.90 ET-1 0.74
W37 Y ET-11 072 ET-YZH 0.73 ET-89602 0.76
ET-QD Y
manE29L 0.83 DT 0.83 ETB 0.65
il GD091027 Y ] ]
Channel catfish 17 ATCC23692 Riboprinter
Eel manE29L Y E. tarda
2 .
ET080729 Y 2.2 Riboprinter 738 & B LR
Japanese eel 080813-2 Y |
American cel  ETOS1126R Y 2 Etarda 24
Channa maculata ET-YZH Y 1 21
Red cichlids ET-0711059 Y 18 1 Et PPD130/91
Porgy ET-CD Y TX1 WY37 L-49231 TJ090818 080813-2 ET-CD
Laltinon BYK00685 Y ETO081126R  ET-YZH ETB  ATCC15947
filt Serpae tetra  PPD130/91 Y
ET-0711059 ET-13 BYKO00685 ET0605 DT
Sperm whale ETB Y
Oscar fish DT N manE29L ATCC23692 2 3
Human ET-1 N BYK00679 EIB202 ET-QD ET-1 ET-11
ET-11 N ET-89602 1 2 ET-080729
ET-13 N GD-091027 DNA
ET-0605 N
EcoR | 10—12
ET-89602 N
ATCC15947 N 1-50 kb
ATCC23692 N 20.0%
(ATCC23692  080813-2) BioNumerics
(4) 26 E.
Riboprinter tarda 3
Riboprinter
133 HFEFEITHH:
BioNumerics
(UPGMA) EIB202 ET-QD TX1 WY37 L-49231 TJ090818
0.5%
134 #EXRBELEEHB\BENEL: ET-090729 GD-091027 080813-2 ET081126R
BioNumerics ET-CD ET-1 ET-11
Riboprinter ET-13 ET-0605 ET-89602
Riboprinter

Tel: 010-64807511; E-mail: tongbao@im.ac.cn; http://journals.im.ac.cn/wswxtbcn



2252 A2 84 Microbiol. China 2016, Vol.43, No.10

et (26 entries)
Dice (To 1 1.0%—1.0%) (H>0.0%>0.0%) [0.0%—100.0%]

p p

(=4
(= (=3 (=} (= (= (=}
wv o o~ =] N —

‘ | || BYK00679
| “ EIB202
| | ” ET-QD
I ||| PPD1301/91

!
i
k | TXI1
|
l
[
|
l
|
|
|

90.9

72.3 —

| I" WY37
149231

86.7
" | TJ090818

584 ET-080729

GD-091027

080813-2

ET-CD

76.4 | | |

‘ | ET-081126

|

|

l

i

l
% ET-YZH
I
Il

|

|

ET-1
40.8
ET-11
ET-89602
ATCC159%47

00 || Er-07110597

:

|

l

|

1]
| |

73.8 | llll
;

|
|
84.1| | g6, | |
|
|

| lf Ers
| BYK00685
|| Erosos

I | DT
l ManE29L
| I I ATCC23692

88.3 { | II
O

E1 REZEERERERSERESITE

Figure 1 Edwardsiella tarda ribotyping clustering analysis
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