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Abstract: An endophytic bacterium isolated from Sophora alopecuroides in Xinjiang, which had a
conspicuous antagonistic effect on methicillin-resistant Staphylococcus aureus (MRSA), was studied
and bioactive substances were separated and purified. Strain KDNB6 was identified as Serratia
marcescens by its morphological, physiological and biochemical properties and 16S rDNA sequences.

An anti-MRSA active component produced in fermentation broth was separated and purified by silica
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gel column chromatography and sephadex gel column chromatography.
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PEPER IR PARR AT SR Y 1, 2SI 2
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2.1.3 = # KDNB6 HJ 16S rDNA & FE£E:
KDNB6 7 GenBank FJEEH%E 554 HQ123464,
5 GenBank HVRH UM A = A AH OC TR ARG LD R 40
KEWILIE 1, IE 1 ]LIE ), KDNB6 545D
TR Serratia marcescens T NIEE, LFE81ZHE M
FEASHRAE . BE FRFRAE KA B A AL PRI 28 25 21, 40
ZHE XKE N S. marcescens .
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4 F= )45 %) Fragments.1—Fragments.10 3t 10 4~2H
Oy B RN IE LY Fr.6 4143 2 ik A 2 M [R5 591
A0 HBE=10:1 (V/]ASE] 3 4 ¥k B (Fr.6.1-
Fr.6.3); P BAEEMPENR Fr.6.2 S )2
MrBEme 07 P lE=8:1 (V/V)], HE&BERA: 2 BT
(e A AT EE=1:1 (e, SEMEEY 1.
LAY 1 TR, g5 RHIZAE YW EA
SR AHN MRSA RCR(E 2), X MRSA B0 14 J& 1.
23153 22.10 mm.,
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Pseudomonas fluorescens DSM50090T (276662)

#IF 16S rDNA F5I#3E # KDNB6 254 B it L FHRE

Fig. 1 Phylogenetic dendrogram based on 16S rDNA sequences of endophytic bacteria KDNB6
T B3 BB R MIE RS, 55 M0 GenBank B 55, MM IR TH B
Note: The figures on the branches indicate the reliabilities. GenBank accession numbers are in the parenthesis. The boldfaces are tested
strains. The scale bar represents 0.02 substitutions per nucleotide position.
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Fig. 2 Inhibitory effect of compound 1 against MRSA
H: CK: BT IR,

Note: CK: Negative control.
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Fig. 3 TLC analysis of bioactive compound
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