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The System of Integron-gene Cassettes and -Lactamase
Mediated Antibiotic Resistance
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Abstract: Integrons are novel DNA elements, which can capture and incorporate gene cassettes embedded
in exogenous by site-specific recombination. Meanwhile, they are able to convent gene cassettes to func-
tional genes by ensuring their correct expression. The horizontal transfer of this genetic element within and
between microbial genera has speeded up emergence of novel antibiotic resistance gene. To date, the mecha-
nism of resistance to antibiotics, particularly B-Lactam class of antibiotic, is becoming exceedingly complex.
What is more, multi-drug resistant microbes with complex resistance patterns have posed an increasing

threat to the health. So intensive research leading to greater understanding is imperative.
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Fig. 1 The typical structure of class 1 integron
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Table 1 Kinds of resistant gene cassettes and the resistance to drugs

P RER FEH & i B 2 11 S5
Kinds of antibiotics Kinds of gene cassettes Codogenic protein
H B i Tl
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; P2 blayiv125.4; %?@E}?@@(Ampc %)
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Bk % e e (e S IR R
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o075 > s s s El s - 1“*&&%%
Trimethoprim dfrB1,2,3; dfir13,17 =
HE% catB2.3.4.6.8.9; cmlB R LI
Chloramphenicol cmlA, A2,4,5,6,7, HhHESE
1| 45 S
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