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Genome Shuffling and Its Prospect for Strain Improvement
in Ethanol Production from Lignocellulosic Hydrolysates
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LI Feng-Tian YANG Xiu-Shan”

(College of Life Science, Capital Normal University, Beijing 100048, China)

Abstract: Commercial production of bioethanol from lignocellulosic hydrolysates requires efficient fer-
menting strains. The abilities of the strain to converting all types of sugars in the hydrolysate to ethanol in
high yield and to effectively tolerating/metabolizing inhibitors are necessary. Genome shuffling is a novel
method for breeding, and it has been applied in pharmaceutical and food industry. This review summarized
the technique of genome shuffling including principle, process, applications and its prospect for strains im-
provement in ethanol production from lignocellulosic hydrolysates.
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