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TAXONOMIC STUDIES OF STREPTOMYCETACEAE STRAIN SIPI-297
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Abstract:  During screening immunosuppressant, SIPI-297, a single aerobic mesophilic species of
new genus belonging to the family Streptomycetaceae of the Actinomycetales, isolated from a soil
samplc in Jiangsu DProvince of China, is proposed. The new genus has been named
Streptomycopsis gen. nov. The type strain of the genus is mainly characterized: spores chain is
formed (mainly 5~ 7 spores) and closely bomne on the main axis of sporogenous hyphae, forming
axogamic spores chain and curveing on the top. Cell wall type II, the phespholipid pattern is of
type PII; the major menaquinoes are MK-9(H)}. G+ C mol % is 74.0. The new genus has been
named Streptomycopsis  gen., nov. The type strain has been named Streptomycopsis albus sp. nov.
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