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GENETIC ANALYSIS OF DESULFITOBACTERIUM DEHALOGENANS
DECHLORORESPIRATION CHAIN
Song Donglin
(Wuhan Istinte of Virelogy, The Chinese Academy of Science, Wuhan 430071)
Abstract  Enteroccus faecilus JH2-2, carrying Tn916, wsa taken as donor, Desulfitobacterium dehalogenans as
recipient. Under anaerobic condition, transfer To916 imto the recipient by filter mating and conjugationg tranferring.
The frequency was: 1.1 x 107 7—3 % 10°* per rmcipient. On the mcdium, containing Pyruvate / Lactate—CIOHPA,
Tet $Sm, Screen mutants deficiency in dechororepiration. Obtain chromosome DNA fragment flanking To%16, by
Inverse PCR techniques,- then, investigate its genetic fundament involved dechlororespiration.
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{60 BT A A WU A R A BB — o
], Kb D dehalogenans B AT 15 R AL
W B AR RN e KR, AT EES
BAHE HRAERACETRIERM,. & T
HEE SR F (Transposon 916)Tn9l6 B H
FEMEEBEY. e A THENBE¥
B,

KMNELBHAR T, YRR ERE&
HF. B Tl WEAAER. B THLH
BRI, KEERERGEET, SR{15E
— SR E R LGME G A TR XE,

1 MRS5F*
1.1 E#. e
D.dehalogenuns HSS1: B Ulkin 8 {it & Bf
SEEHFEBN Sm AR TH.
PGEM®-TH Promega 2 € 00 Al F 5 1&
PCR 7= & ThRE 81K, oy T H W w88 0845,
B REN PCR AR IR ER,
pCli82 A& H Tnol6 h TetM B4 F %,
1.2 W a5
THMS: 30m mol / L Tris—HCI, 3m mal/ I.
MgCl,, pH8.0 F 25% FE#E 5 TES: 50m mol/ L
Tris-HCL, Smmol / L EDTA, S50mmoi/ L
NaCl. pH8.0; MM: IR E LML ELIE R K (&%
LR [2]) MMP, MM + [ §iB%; MML: MM +
A% 3-H4-BEEXHLE GMI7
M17[Merck, MI7] + 5% M &% Sm SEE
(2000ug / mL) . TC: WE £ (10ug / mL) R REE
RWEAIE.
L3 BRE . FEEDNA SR
R 5 B ¥ Sambrook™ # B B B AT I
a0k DNA 4+ B 7 Leenhous™ 35t F 58, BT
BEEL. & 10~ 15mL XY B EET
ImL THMSH, F® / B i P,
1.4 ¥EF Tovl6 HNESER
WHERHEAT GMIT(TO P.30C UK
B B ATHL I 5% BEHER 4R
GMI17(Te, 2ug/mL) F, 37C 8 3F 2~3h(0OD,,
=02~04). HFAET MM HE 20mL,

1999 F 26 (2)
FSm) PR lo-24h EREEARA T E
LRIV A A BT TH- 2R B

AP — U, R SR S AR S, i

BTE—KEBEL HBEET MM B &i%%
EL HEFNMETRFEAN, 30C /317CH
Fo~16h MBEHTFTRXENESEREK,. B
TEHR Te, SmEIBEHEE L, REESTF.

1.5 DNA i '

F A PCREAT #E&H Tnolo M &
STFHEEAE DNA HE, £BMaasson™ 5
il & PCR 1 KR DNA, G141 % P, A0
P, (RICE 7)), 978 2 & # , 94TC , Smin
Lb7B; 94°C, 208, 54°C, 308, 68T , 2min 40 B
5, 68C, Tmin.

1.6 ZEEMET

# PCR K B # 5 £ 18 pGEM®-THT R
EHE BB EMN R AT Nick tanslation
TP HRICEH, 5 Hindlll LG4 1
2ok DNA #AT 470, &% 75 # 5 B Sambro-
ok, Y BB HE Y 687C.,

2 ZRSiTR
11 Toole M ERE
B F D.dehalogenans JE B 4 B0 ™ ¥ IR
FEONHARRERETHARE D, TSRS
90% M RR AW RESLEREE#IL
W, BREREEHEEAEBEF - SRE
(FRE 1), ERRY], HXAHAELEHR
R ARTHAIrRERRE HepEam
AEREAAHE ANERETNRELIE
ZHRMTERE. AINSCRBEESREER B
£ a6 E faccilusB D dehalogenanst

HEEEE
RIEH BHCRUW 2mcrum FENEE
30T.6h 6x10* 6.3%10° 40x10”
30T, 16k 54x10° 1.2x19° pdxtg”’
37C . 6h 6x10* 1.oz=10° Lixig”’
37T, 16k 1.8%1¢° 3.28x10" 30x107
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1999 4F 26 (2)
HERMNEEL AT ZRE R TR REER
2ug / mL, M4 & T 09 T e of (9 D0 SR E W A
10pg / mL.

2.1 R R R IR 5k B R A U i
D.dehalogenans GEF Bl 77 W B& L4 & B I I
HRKGER HEEL 3B 4 BEEELE
HETZ4, DLRLRE A | R AT PR A,
BARE AL ZL 8 M BT, RIS
—RIE. B EXEBRABNEET. 20 E
MMP / MML [ kb5 35 B F QI R1gF, ik S
BB AR BB, AR R RS
FHEEAE MMP / MML 338 E4 1, L&
WEOR A SC B RS R R T R PR Z B (X
EFAANMEE MMPERFE LA K, AETE
MML 3354 b /E K, i —R e s JL+
HEEAPRMNETR, ERIRPERBEEE
RERE, ARETENR-EREERAER
BH),
23 BMBIEAF Tnol6 AL DNA ¥ i
Tn916 53 F B K /N7 18Kb™, HZEH (374
WE — BRI EE oM, BN EE
FHREKERFEFH — Hindll &L,
Y B RER I A MBI E T 3K
s, 3871 LA PCR AR B Tn916 i AL A

24 T HY A DNA, B LS £ A R
BRTHROSEEADNA, RAHRE L E
tetM = HindIll B§ 8] (2 S 9 G A T 4
M, H— 514, K95 Tnot6 HEA G A MR
I 5 (& DNA A1 3K45 & DR ) BREE = T Bk RY
Hefa ik DNA.

24 REBEATIREMSH
BEHTHAODNAEYEEAE R
pGEM®-TL, BT iEL kK DNA K B R &
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RIgkSF, DOl DNA | BER RS, 5454 Tt
FTHIAHT, LA P, ., N7, 8t R 1 PCR
A5 LA R IR 2 AR Bk SB6410 FY DNA F B ¥
HOoEARIETHREARMER, FUARSLS S
FHEFHBAMEEAR £, FAH %
ST LHEA PN T 8 TR DNA A B
M g5k, BRERET S HEH
R AT e, AR RETREESIR
ABRAFRD FREBHEXNEBAY, —HA
ATP-HBBERE. 75—k A H A X NADHE
{eRG R, BFPRE AR T AR L, 50w
FHBH X, RERTHHE S HBREEEH
ER HTREEFEES L TEOR
AT REREAE.
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