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Metaproteome——a New Approach for Studying Microbial Ecology Functions

NIU Ze' YANG Hu? LIU Fang® MA Rong-Cai' > GAO Jun-Lian' 2" *
Capital Normal University ~Beijing 100037 ' Beijing Agro-Biotechnology Research Centre Beijing 100097 2

Abstract The information of microbial genomics is accumulated with the progress of pure culture and metagenome research. Metaproteomic study will
contribute to our understanding of genomic function. Recently metaproteomic study of microbial community is becoming an effective approach to
understand the function of microbial ecology in post-genome era. In this review the new metaproteomic approach was introduced including extraction
and identification of metaproteomes and application in microbial ecology. Finally the future perspectives were discussed.
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