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Application of RAPD Molecular Marker in the Phylogenetic Analysis of Soy Sauce Strains
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Abstract RAPD analysis of eight soy sauce strains isolated from commercial soy sauce koji was done with random primers using Aspergillus oryzae

AS3.951 and Aspergillus sojae AS3.495 as controls. Six appropriate primers

Primer] Primer5 Primer6 Primer7 Primer8 Primer9 for RAPD-PCR

were screened from nine random primers and repetitive experiments demonstrated that their RAPD-PCR polymorphic patterns were stable. There were

usually 4 ~ 8 bands in their RADP-PCR patterns where the number of the main bands was 1 ~ 4 and the secondary bands were abundant. The

phylogenetic tree of these strains was reconstructed according to their RAPD-PCR patterns and it basically corresponded to traditional morphological

taxology demonstrating that the application of RAPD molecular marker in the phylogenetic analysis of soy sauce strains was feasible.
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SN2 A AS3.951

3
Bl B2 A 1)l 2 SM SNI SN2 AS3.951 AS3.495
Bl 1.0000
B2 0.5333 1.0000
A 0.2609 0.0833 1.0000
J1 0.7778 0.4762 0.6207 1.0000
12 0.3636 0.5217 0.4516 0.5714 1.0000
SM 0.3810 0.7273 0.4000 0.5926 0.6207 1.0000
SN1 0.0952 0.0952 0.1333 0.0741 0.3448 0.2143 1.0000
SN2 0.2314 0.1863 0.2667 0.3471 0.2759 0.1429 0.7143 1.0000
AS3.951 0.5714 0.8000 0.6423 0.4000 0.3636 0.6667 0.0952 0.2489 1.0000
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