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Using Gel Electrophoresis to Determine Lysogenic Baciflus thuringiensis
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Abstract; Considering the feasibility that prophages could be induced, we used mitomycin C { MMC) to induce
Bacillus thuringiensis ( commonly referred 10 as Bt) strains used in this study . Firstly , the strains induced by
MMC were centrifuged and the supernatants were treated with 2. 5 SDS-EDTA. And then , they were put into the
0.7% agarose-gel electrophoresis to test whether there were DNA bands or not. The results of agarose-gel elec-
trophoresis and double-layer plates indicated that the DNAs were from lysogenic Bts, not from no-lysogenic Bis.
By using this method , we could determine lysogenic Bts, and it is important for protecting Bts from phage infec-
tion during the process of fermentation .
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RASMEE, ¥ 5uEknEEAY | FEmmptmREsS, FEmpEge,
HEEFOAHBESHALAS P BESHE, REABEPREREEMNE-HAT
WM, FERREARE, SFRAEA, Bit, REB G ASRGE S~ HH,
R EREFDEAEENEN,

AEEERRNBREERRH BN NEAERNEEH - EHEE K, Ha
PWBEA DA . AXFA T RBFEERG. FURSHREES S Mg
EERE RPN RS, BRETFHEARIR - B, AaEREEREEE —
ERERE, MPARERRKEEERD, A EEnid. BtEy —#ER
FIEAE, XTLAREENEENEREENTE T H0E, TRWNSETVEALRE
FC (MMC) FESRNIS KOG HEOREL ., ALRUMERFALRBEC
(MMC) fEXNFESN, BlHSEERTRN N ERSER S S RITES BN
A4, Bt Dok B R PREBE T R0 BSR4 ~Fh ek . WENHE,

1 HES5FE
1.1 &% , .
ER BT P EMAE YA P.L (CCTCC), BEIL,
®1 XBAEK
&S W HFEHAR
1 BABS0-21 D s Es
2 BIAE91004 Bt subsp. alesti
3 BtAR91006 Bt subsp. dendrolimus
4 BIABS2041 Bt subsp. mexicanensis
5 BtAB92043 Bt subsp. morrisoni
b BAB91023 Bt subsp. gallerize
7 BtAB92029 Bt subsp. toumanoffi
8 BtAB91014 Bt subsp. tolworthi
9 BiAB92039 Bt subsp. noelconensis
10 BiAB92042 Bt subsp. siloensis
1 Bi08? Bt subsp. Guangzhou
1.2 xR

ASTRTANEREN Y LB FRE, Kbk, 4485, BTAK 10g, BEH
Sg, EEZIL, HPHET.0, 1 x10°Pa K 30min, +EATRHH L& MERR
¥} Tg 1 15g,

1.3 KAHHR

DNase , RNase, MEFH M, W EHEEEYHEARERAT, 4NBEC
(MMC) W HZERBERAR; SDSHWERNKBEAMEAREELAG,; EDIA,
BEM=, ZPEFFF, B, S9ETXXHE R0, Bgn, Eak,
B B A D%,

2.5 xSDS-EDTA Qv A AT W (4TI (MR pl1ss3,

L4 MMCESBIIREE
(1) BEALIEFRM K B BB 1% WEMF BT S A SoL LB 52058,
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BYRE O MM ZFSE, 28°C, 180r/min, WRFBHEHE 3h EXFH,

(2) M FRBHER S SHAEPMA 0.003mol/L MMC 2.5ul. ($RidH n), 5
—3 AR MMC fER X (FRidkh n’ ), kEERBHEF3h,

(3) B imA MMC i Bt 5535 100pL, A DNase Fi RNase, {3 H 2K EE X lmg/
mL, FEMAZER, EHAKENR 4 mg/ul, ZREMKE 30min 57, 12,000r/min, B
4> 10min, i MMC ) Bt 353 AL B in MMC #),

(4) £H20pL _FEBOMA 8uL 2.5 x SDS-EDTA HekHE A, 65°C KM Smin,

(5) W (4) PEEAKMELEZHRRS)S, IHETERSFNE 0.5py/nl REL
BERY 0. 7% HRARREERC T, 120V IR M,
1.5 MMC 5 HAMEEE RRNRE

BESE LKA DNA HEE R 12, 000r/min, B4 10min f5, FHBESHSR
5 Bt BEREIDUEEAR ™ . 28CIESaT, BWA TR,

miwo 8 7.6 5 4 3 2 1 M

B 1 SRRk
AFMMC #SRERMEBEBHERHEMBKSE R (1 MMC + BtABSO-21, 2 MMC + BiAB91004, 3 MMC +
BtAB91006, 4 MMC + BtAB92041, 5 MMC + BtAB92043, 6 MMC + BtAB91023, 7 MMC + i!LABQZWQ, 8 MMC
+ BtAB91014, 9 MMC + B1AB92039, 10 MMC + BtAB92042, 11 MMC + Bt087, M: ADNA/Hindl)
BRAMMC SR BRHBKEE (1 BABS0-21, 2 BtAB%1004, 3 BtAB91006, 4 BiAB92041, 5
BtAB92043, 6 BtAB91023, 7 BtAB92029, 8 BtAB91014, 9 Bi1AB92039, 10 BtAB92042, 11 BwW87, M:
ADNA/Hind 1l ) '
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2 &R

2.1 HEEEEAXANGR

MMC B Rm KA R E2R: 11 ¥ Bt @b ItA 8 BREMBIEREE DNA (B 1),
MMC F% S # 2 12, 000r/min, B5.0 10min, X% DNase I, RNase 17 Mg # fLAb
B, U569 DNA 3 HERR mEi e kR A B P B R (WBRSF) , W&
ESEANREARAEARMEEY, AEEMMANEEBNEN, 7625 xSDS-
EDTA JURHB &M 65CKBERIG, BAMITHBEN, MEAk DNA BOBETK,
[t DNase [ 87K 35, BEUCRRIBIE DNA #F, TIHERAEENOFERYE.
2.2 FHGEMES

T #E— 4 I S e BB M A 3Kk P i B
DNA ## Bt Bibk M S PERPR, X DNA a8
FERESFE, RG-SR FREETR
i, HER (%2) %9, 8 BhRA DNAWHHEA
BB AESIRASMBRYE, HENEAR
vk, PR - EWEREE R, WEEX 8 il
hE R, A, ATREFERYN, BERY
Btk (E7% DNA#) Bt AB91023, Bt AB92043,
Bt AB92039 HYBR B A HIXS Bt ABO2041 (B mo2 AURFE LB MR
B), Bt AB91014 (FEF B E ), Bt ABI2042
(IErEE) , BARMRN (32). FUBRATEERES by SR i B R & I R A9 R
EMARSETE (E2), BIBNSX 3 AR Al B AR R k.

#2 WEFELRNER

HREK
BtABSO —21 BtAB91004 BtAB91006 BiAB92041 BiAB92043 BiAB91023 BtAB92039 BtO87
BtABSO - 21 - - - - - - - -
BtAB91004 - - - - - - - -
BiAB91006 - - - - - - - -
BiAB92041 - - - - - + - -
BtAB92043 - - - - - - - -
BtAB91023 - - - - - - - -
BtAB92029 - - - - - - - -
BtAB91014 - - - - + - - -
BLABS2039 - - - - - - - -
BtAB92042 - - - - - - + -
Bt 087 - - - - - - - -

+ REAWERERR, - BREREIER
R EERAMT, I MMC B SIERMEHRNORREE S B KBE D+ L
KREET —APE, FREATHE.

R K
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3 i

B TR Bt R B Lk @A fEE, ERA 70 FA0R00 me Bl ik i R R
o BT ABERREENBRRNLRE, SEEHERRSE, VEY -BEUREHKE
R, DI RO KA G TR, BN RMA RSN T R A ES
FIFTESNEREGN, B TFRERMRAENM, Ry reEEk, 445
BREEAY. Hit, R TAFEEE, BEXRRERBMEIIE,

B MMC ik fa, JAT0T LU B ook AR5 . Bl A=
HRZRERE. BEREWARAERFNYEERZ —, WRE™ LESERIG
MR o BKEET R BRTOHRREM L L, AATERb. BEXHRR
EHE S RREEH r AR ERNEE, FREESEBEOBESERX.,
Bk, fET A, IREFRRGFRFERENEERERIERLERN, Wik, &
{1 PR B R RESE 3R 4 pH (A" W97 25k BT SIS BRI AR 7= ik 1 1 S R
M. B2, @Ry > EWEE R, AR TRIGA TRR, BRFELTFMA
FARBETNESR,

LW
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