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An Emerging Method for Characterizing Microbial Ecology-T-Rflp Technique
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Abstract: Terminal restriction fragment length polymorphism (T-RFLP) is a resent molecular approach that can assess
subtle genetic differences between strains as well as provide insight into the structure and function of microbial communi-
ties. This method overcomes the confinement of conventional cullure-dependent methods and has both high sensitivity and
throughpul making it ideal for comparative analyses, Though there is still no application in our country, more and more
investigators are highlighting it. In this article, the fundamental principle of this technique is introduced. The recent ap-
plication and the development of this technique are also summed up .
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