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7 FRIC-PCR, #5R %M. B-SHM DNA o EE A S A EmEr &, FEFREE;
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i, A8 ERIC-PCR i3 MaM Bk, b ERIC-PCR T HERE W RIS A Y a9t
3, BHEMTER TV RPREGRAEE S EFRIET 2.
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The Sensitivity of ERIC-PCR in the Mixed Bacteria System
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Abstract: Genomic DNA of the two bacterial sirains including Escherichia coli DHSe and Enterobacter cloacae E-26R
were amplified by PCR with specific primers of ERIC sequence. Each strain showed the stable and unique DNA finger-
print when PCR products were analyzed in agarose gel electrophoresis. The stability of the genomic DNA fingerprint
wasn’ t influenced by the templet from 10mg to 100ng. In the fingerprints there were characteristic bands. The unique
band was influenced dificultly due to the change of the environment and condition of experiment. DH5a and E-26R were
mixed proportionately, and examined by ERIC-PCR. The result showed that the DNA fingerprints of the mixture were the
superpasition of each pure bacterium’ 5. Analysis of the main bands showed that DH5a can be examined by ERIC-PCR
when its concentration gets to 0.5% of the total mixed bacteria. The study provides the reference for the research of soil
microbe and environmental microbe, and especially can be used for quick identification and examination of the sundry
bacterial contamination in the fermentation industry.
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HEmEpEE  HATEB T PRAESREOBE 55 E MK RIRE.

A A EIE ERIC-PCR AR B FAB T PSRRI SEE. EEEHER
T, KEEEH E-26R B9 ERIC-PCR s EIE BB E AT . MBEREB R, HiELHE
EHESEET,., @A RMEE MR A, RS R
EERE EMRER, TSR EE, BA, SRAGABREAGBHZ TSNk
W BNz AR EEP MR RBERED? XEF LA AR,

1 MRSAE

1.1 gtiX @k

PRI AT B ( Enterobacter cloacae) E-20R, ZZMR(F, KB E ( Escherichia coli)
DH5a, FEHRFE.
1.2 EBE4 DNA RREL

B Versalovic Z BT {F IR0 & DNA 2B,
1.3 DNARERTE

HH DyNA Quant TM 200 %€ ¥:{X (Hoefer)
1.4 ERIC-PCR 3|#"

ERICR 5’ -ATGTAAGCTCCTGGGGATTCAC-3’

ERIC2 5" -AAGTAAGTGACTGGGGTGAGCG-3
1.5 ERIC-PCRY S&EHRREER

Hocmk (2],
1.6 PCR A SEEMEHE

B LB MRS FRE M dpl, 5 100pL B4KIRE FERERE SR, KIS 2 mn, B
SEEPERAVKHE, BL, B 2ul bW AR,
1.7 DHS5a ¥ E-26R E&SHEH&E

53 B3P DHS fil E-26R F 5 mL LB #i{kHE 35 2, 160 r/min, 37 CHERBRIRGEF
®, L 1%EFEAFIEEEET 100 mL LB BRI FHES, RS h, BEHE, FHKid
B, REERMHRARAEFREE (93x10 ch/ml), HEI1RE.

#£1 DHse H E26RESEER

4 5 1 2 3 4 5 6 7
¥R DHSe 0 1 5 10 100 500 1000
{ul) E-26R 1000 909 995 990 900 500 ]
S EH DHSq 0 0.1 0.5 1 10 50 100
# (%) E-26R 00 5.9 9.5 0 %0 50 0
2 HRE5H2%

2.1 EHE# DNA BRiEY

HiE i BUE AR R4 DNA 0.7 SRS RO Bl , SR RBRLF
BH¥AKF23kb (F1); 2 DNAWENT, 7 200pg/mL i E; £ ERIC-PCRYHE,
HE8 21 M A DNA R0 B,
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2.2 DH5u, E-26R {J ERIC-PCR H i#f i) ¥7E M I 2 3 4 5 &6
p:3-V .3 2
2 4 ] DHse Bl E-26R 55 FLHLAF G | “.‘.‘
B 1 FRIC-PCR 58 3%, DHS« 7E 1.1 kb 4423 13kb : yw e
WHR—&IEHEREMHF, E26R 7 0.5 kb AL B -
— 4 ERRMW. B -KEEZREKNITEFRGF -
HRUIME(, SRREIERPHBERIRL, B 1 DHSe #1 E26R (EHEA DNA d ik i
ERSEM B ER QL. B3 AR y 0N Hndil Macker, 1 DHSe (2003.5.15).
R A ERIC-PCR 5 A%, S5 R KXW #HHE 2 pise (2003.5.17), 3 DHS: (2003.5.31),
B S5 M 10 ~ 100 ng F A2 ERIC- 4 E-26R (2003.5.15), 5 E-26R (2003.5.17),
PCR 355 g E 4. 6 E-26R (2003.5.31)

bp M o1 2 3 4 bp M Nc &I 2 3 4
3,000

1,000

500

2 DHS5« R E-26R [ ERIC-PCR 3k B i B3 el £ ERIC-PCR fy 3k B i
M 1kb ladder, 1 E-26R (2003.5.15), 2 E26R M DHSe (10ng), 2 DHSa (100ng), 3 E26R
(2003.6.5), 3 ~ DHSe (2003.5.15), 4 DH5a (100ng), 4 E-26R (10ng)

(2003.6.5)

2.3 BAMMAE ERICPCR EZRENEEEREHREE

BAWEARMNZK ERIC-PCR SR B RMR miRacEiE, HEEEAERIENE
. ME 4 (A) AfLIESR: X DS« HE SRS ERK 0.5%8, 1.1 kb BB —
KU B, BEE DHS« BRI, XAFHLELERYR. HTXHEFRE DHSe
AWM, B, 38 DHS« BB 0.5%0F, BPW# ERIC-PCR 7k, B4 (B)
H TR BAAR B0 ERIC-PCR H1IkE%, 45FR 5@ 4 (A) #HF.

MNC 11 2 3 4 5 6 7 bp MNCI 2 3 4 5 6 7
3,000 —

B4 BASHEEFEN ERIC-PCR ik i
A BEbOEBAERL DNA, B EURHE RIS BHR
M  1kb ladder, Ne BH{EXIH, | DHSe 0%, E-26R 100%, 2 DH520.1%, E-26R 99.9%, 3 DH5a
0.5%, E—261199.5%, 4 DHS5a 1%, E-26R 99%, 5 DH5«z 10%, E-26R 90%, 6 DHSa 50%, E-26R
50%, 7 DHSe 100%, E-26R 0%
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3 itie

ZEWBEBELRIN, LieRAELEESHEMN ERIC-PCR B35 r AR SRS
HHFHEN . 5 TWENIESEE; BEREM 10~ 100 ng AL E N PCR &R, i
RH X fh 0 i M m] SRR AISE R

ERIC-PCRTER GHEE AP R RBE R 0.5%, WRLiE, SEBIESH 0.5%
HIZRBToL, 7L EDRT R A ok, SRR AE KA Lk, 4710, HRIRE, Ead
DNA ML, STARKEERNREE,

WM R, SEECGENY DNA, PCR BRI HI kA5, KAFESh, HE
TR BT DNA Bk, wE el —f, KABA TS MEYRMERBET TS
ST : 0F 1 T

LB S ARERESFEAMS R, FRMMEY S TERBEET
K, A ERIC-PCR 7] LI M B ACE_E# 3% X SR80 5k .

iRk, ERIC-PCR A B FHER. R, h#l. FE, T8, BEUEN—FH
BB LA R sl TS R R A BT B A,

& E X W
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