ARENBENAZREEEARBEEERARE R KA
LR FHBS

(VTEAZESBRESATTS SHAKF 80011

RE: BOR-E0RZENHEEHEEARASELIMNEEREZ — BELWRERQ
BFATHREEARZMPMAEERGGESRMIERYEEENEEAANF LR
FRENEE, MARENRSNATRELE S I EERE R RTT I b Ash
ZHEE. ARTRZESEARENEARATCHTRSFRERaZRHALfERNE
H. HEEAWEORMELRITEKEREEL, B -ANELRETEREFEEE,
FERKEN T BEFERBGE.

XA KHENRENAXRE, EARHEERARE, 7%, CERE
hES#EE: Q93 IWERINE: A XEH/S: 0253-2654 (2003) 06-0119-05

LARGE-SCALE YEAST TWO-HYBRID SYSTEM IN THE APPLICATION
ON MAP OF PROTEOME INTERACTOME

MA Hai-Rong LI Wei-Qi
( Xinjiang Technology Insitute of chemistry and physics, Chinese Acadeny of science, Wudumugi 830011)

Abstract: Protein fulfilling the their roles, one of important ways is through protein-protein interaction. In fimctional
genomic era, identifying all of protein-protein interaction in protenme and mapping the protein interactions that have been
aftracting many scientists” attention , of which large-scale yeast two-hybrid system is one strategy of most widely used. In
recent two years, ambitious projects have launched to examine all of the protein-protein interaction in Saccharomyves cer-
evisiae using large-scale yeast two-hybrid system. Nevertheless, huge protein netwark is larger than that we predict and
singte yeast two-hybrid system cannot solve all the problems, which need be corplemented by other wags.

Key words: Large-scale yeast two-hybrid system, Protein interactome mapping, Amay screening, Library screening
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HE-BARZFOHERER. TREMEOMIIEN MrEgeitEd—1Cn
EANNELERSZEMMS - RAEAKEBE, AXMTE, Gdo8eN
BORMIEETUENEELZ S ZEANKDEONE, OREESRAF T
A EARZEHEEAMR, RUEED RO EQRHELERHEE, Xd
IER AR B AH T S RHE AT E R E -,

1 MREARBEERARIENRRE

HATE A B LA A E S PR R FEAENAN T E: —THEAERAES
SRR ASETH, EERARERMENEIES . BrENSETEL KR
Fhg R RAEAE AW A RS HREERRENE, BREREELN.
FRBEN, BAENEARERELN. FURMEKRIESHHIMEREPER
FENBEOESYINSHEAEAESY R RNA BHEEHMMIR L, REELEARE
HEENER" . B—FEHEESEE TEMN BRI, WEBERETRE, EA
SRHEFRATT M REHEMEHNATFIGER, BARZR>HEAR “BH" &
W B Bk L, SRAEBBARTRE, BREEENBIGRREHEARZ
AT, BREMRAET: ORORZFKHLEROB TS E RGN
TR, FUXAEAE S, S8, OMHERRNRERELHEH M
Ry, BIUEARBBMMEE OB MIRNTERENRE, TEEE, FE, RE
BEMASUETHEREORMEMAASN. B, BERRZRSLHTERY
05 1Bl P9 R £ I A LA SR B S T 1 R RV 2 R G

2 KHMENBEBRAXRGEERRAEERARRTHER

BRNARESE FESEAIMREARZAMNEEAEANERRE, ER
BEF 1989 45 Fields AT (s, EE % h 3 A EmR, B HET (bait) 8
&, Y (pray) BEAREERE. K “HiE SEEFEFEIEET (I GAl4
EIH5) B9 DNA 255 55#38 (DNA binding domain, DB) 5FH X MEAHEOREN; “&
1" BRI RIS N T IBGE 54918 (activate domain, AD) 5& O Y WA ER
EH., WEEBRSERPIE, WREAXSE Y ZHAFEMHIER, UE DB A AD
ER— T EEERRREEE T, S PR ERARNRE.

B AR HEA LT L ARBIER A CRERZE A EER, iFaf KIRIEMA
cDNA CES F RS MEBEEHMEEANIKE. BJL4, EFRETRIHIR SLHE
TELTAVE AR L4 P a5 B4 F 51/ ZH B # T3 R EHE (open reading
frames, ORF), BRAM ISR AAEHM H S LBER S, WHIE LR RIBETK
HEHEELBORANEAR-EEFMHEERS . FERR, 1996 %, Barel
Z NS YT T7 T T REAMENE QR EEATI, SR 55 MR
EETEHT 5T HEARARM, BEARENRAZRATEERBEARI. B,
—A~HEOEE R H R R DR AT R G T REE M B A B B (6,000 x 6,000)
Z I EERIMFI

FHENBRN AT EGRMEAEARMZRAAAFERTRERRE, H
R FEAEFM. BRI (Amay screening) FIXEMIE (Library screening) . P31
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whEARD ENT B BYT B4 ERAMEEEEY RS KW IR R EE
(Open Reading Frame , ORF), T3 EEHHE b i 40 15 26 0538 o 12 % A R P 40 S FE A oDNA
EEM DNA FEt. X THTHE, HESLKMKN ORFWEBREETF, BEFUEYM., FHFE
BB BB T NI, B IEET 2 E B A 7 B A0 & O A M A b e £
ZHE. XNTEH, MEIBREENEL, HUEBSHEQRHELERNME, RN
HUREATE WA ST . HERHRR 2 AR A mIEESNLE,

2.1 BEFUIEIE  Finely 1 Brent % A ¥ U F REZ 07 HE T 88 Drosophila " 9 48 1 J8 34
REMBE S HMEXNRANHELERMKT TR, SR EEEN 45 KU EEMT 19
MEAZAKNMAEEN., ZRBEFRAELNIAEATRTFEBEBET S. core-
visiae AT AT HZ[H]1(6,000 x 6,000) A EAE LIRS HEQRAH EEFARE, X
BT AR ERREEN I THEGEEENHRER.

Utez % A" ££ 2000 S & GXT b THEEIRE,. HIGHL BT B4, $510

6,000 A MF—EF K2 ORF 1T PCR Y 1%, RIGEAS “5E9” # “HHE”
Bk L, oL MATa X MATe A5 REEEEENM; 58 — 4, MATa F MATa BA4354A 40 Al
TS, HEMERGHR. —RETTEENEL (clone array format), B—MEH
AR (high-throught array format) . SEREFFFIHIA b, ¥4 AD-ORF W& —#F
MATe 40H 52 R 54 96 FLAREK 384 FLAR M Frias (v &, L4 DB-ORF B9 MATa 4 B o &
A5 SRS ) MATe MM TEREH 1T —— R, BUa e A B R PR SR v] Ll i
HETHHEEAERERY, XRTEEALRE, EARETAFRNTE, U %
AP RREABIR TR P 192 4~ “iBE” HES 6, 0004 “BY” BHOZEIMME
A, HREBTHPN ST “HE" 5 Y ZHITEE 281 MBIEM MR,
O R ARSI R B AD-ORF WA IR 9] S E 0, MEAMmEn
AD-ORF #ifi s fER S, M — 1 AD JE (RIfTf “IBY" HHNESE), RAEFERE
— 47 DB-ORF WM s fE 5 AD FF—— 3BT, 5200 A v e 2LE 10l
WEBRARHTAEAEON. EMEEE F, BREFLINERITZ, Uz EAHA
WESTR TSR D LTG0 M EAZIMMMEEM, SR 8174
W REMT 652 MEEAERRT, o %A FA—FMEMKNE ER B b T RS K
PILFHARABRZ BMHEEER, 5 Uete S AMEAFRS RS 21434 DB-ORF I
AD-ORF F S0 A% (A i S FoRE 43 B4 AR 62 > DB PEft AD FE . B —1 DB FERI AD FEH 96
M R R AL, SAGHFIXEE DB FER AD FEHEITETA nTBERIASAC (62 x62=3,844),
BEAEEE3I 2B IMEAVTEIT 4,50 MEAFEHEERM, b 97 0EHPH
MIMEATRMATERNER 3K EMTESH.
2.2 MEME RAAHEMEIREESRERIBEGHEIERY, HEEEE
HE— 4 B SRR Ok F X S AH T A i L RE AL S BB RE 7 5 . BERE XL Je 3T i S
FESS 48 A P AL R4 SO (R BB # oDNA U HE(E BIRBIT S 4 A YT RE M 21 2%
HEZRMHEEFEH. NZEEEN AT RN, IRFEIRESEEMMN
BgttT, A TREFHE R 25 B e B B AR RO S SRR O RS RE B 5 .

HRE A AR PR AR R Fromont B AT M LHE. A1) 10 B E 40
) mRNA HIfABTEEA RIE TRE “FHE", NREERERG XEFRHEDE 52 H
EffAMEQR. K OFEAR AD BN A B AEHEAL K ORF, BUNAZHE
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DNA BEHLA B QFERESR T, S—RMENYHEREBHTEFFINE, B
BB MEEE, BAEERN By BT -RIFERN HEET O MikdE
SRR A, (ARTASHH B0 RS T L

2.3 BREtMERYE EIURKAZAERARAHMIRPELEERKHIIE, BEL
A, HRGMFAEBR SRR, FRIMZBIT TR ARG EOERENTE
RAkER, filn, ARESEENEF2EQRANEEIERSNY, Uez F o BT
HHBRINE RSP RE /MRS (14 MEEFEMEERN) BEEN, 45K HY
HEEREAORMARE 21.6% M 16.9% , Hil, AXEEELXRAREARFESH
HEH 1SM2, 1SM4 1 LSMS HIEAEFIRE R, 4 55R FHRE ) I 8 70 SC FESS 1% PR R B
HEERMN B BARNGHEA—IEIEERN ., ERXMHERNFERET
BN RTEAFAGHFERBHEBEREAERSE, X TEAEE, TRELEKRE
LR, BinRGERNEERSWTREXHANEES FiE ot H bl T
Wik A FEAE, TEEHTHROENRXAZEASGRITH RBETGE -SEOZE
FHEERAGEUGRE . et EaRELNEA. HFRERENLIBNNERUR
MERARAGEREENEAS, IEBAMENHERERRTILITRZFELB LU
BATEM R RE W SRS REC . WEINFHZRE . split-ubiquitin G, RNA RE8E
REAR AL REFTHATHTE

3 EXMEBRAERARNETHEGNAZRENAE

KB RE LR EQRAMEEARSENSRHED TEMEINEA.
B8, EARMEEARSETRELRINERKERES ., IREEIG—THEPF
HENMEARREEEOZEAHATERSS 2~ 101, IRABERANNEHPRS
7%, BA—HEEREIURERAA T REMRATA NS, S50 FHEEXRRMBRBEAR
B, EREALRERERNATR#E—-SIEHZE, REBEI—MEEH, AL
—HEgie, T, ERERBINTEERHE S, MBS ETEE3AREH, 5§
BIETEENEGR.

B, Tong A EX—FEM T RIEFOZR, MA-FREMYRIES F B
MM SRS HE S HRESTWESIHLERMS ., REEmT: AEMM
IR R R B AR MBHHLEK R v 73k HBESE 5 SIB SR RS S HRKEE, WiE X BEik
HH—BFA; —BFF R, BiL4E PSSM (position-specific scoring matrix) 2
FELL BB BIND (Biomolecular Interaction Network Database) 138 #E 8 i BE R 4l u P G2 48
XE-HFFIENMNEES SH3 i R orEg R, FhkRMLHTRENEA
F-HARHEAEANE; $F, MACHENREENRLRSE (AR
k), AR EERBHRFRHEDLS SB SHENREACHELR, #HeMH
HEERMSE; B, SR ESRNEAET I EXSHRINESRBTHEN SH3
EEAFRAE/ERRNYS, P XRBIEEERARARERTIEESH—SRE.
R BT B IR R B 5 B W ST AR S O R4 B R A M L R AT
HSHBRAHPEBNTS. BEFAM I EEBEEXY, BREAEANEA: NWE
KB RBARRAMBEIMEKE SRS, MEINRLZRGEMNRBREAT2E, A0
ERE—GHIRNHEERNEAS S BREBABEAREIINES AR ELERME
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Bt Remksms, B FHEAN—BUFFI—RERNTERN, FLUFE -E80A4
BebltE; MR ARBINEARBEEAMSEN—EE R ITREHENE
b, BEX R ST T T A3, BB THRIRMEER, AROEER T
%E[mo

4 HEERiE

HET, KEEHEBER AR REEE QR4 ML /ERRE X R 2% 7
FEEEEERR. AR, BEUENEAEAMERERN, U4% o FHI/FAMS
¥AREED] 2002 4 8 A1k, Fric#ME AR-E AR E I F A2, 000 1
(http: //www.bind.ca), FHXMRFESEABIEMN . KB K BEEE U FR 3Tk 1 ik
MEAEARHEEEROFERE, EFEHEOMR A RAUNRE, HPaER KR
WRZHAERYE, HaEBELMET—HEOR-EGRHEEERANMRETE (NWEAR
BE. KRR EEST, SRR EREEAERERSES), BXEFEFINE
&, BENE, ¥ TEAXNEARMEERRENHESZER A ERRETIER,

: X
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