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IDENTIFICATION OF ENDOPHYTES FROM TOMATO SEEDLINGS
AND ANALYSIS OF DNA FINGERFPRINTS USING ERIC-PCR

LI Yan-Qin SHEN Quan [RJ Bin-Bin ZHANG Hua ZHAO Li-Ping
( Chemical Biology and Molecular Engineering Laboratory of Education Minisiry, Shand University,  Taiyuan 030006 )

Abstract;: A new method of identification and study of diversity of endophytes was described in this paper. The seedlings
of tomato were treated using four methods, sterile water, chemical reagents, ultravialet radiation and mechanical to peel
off, respectivelv. Then endophytes were isolated using plates of beef- peptone, Gaos T and PDA respectively. The opti-
mal method of wiping off non-endophytes was determined. We had obtained 148 isolates of endophytes with differem size,
shape and color. 43 strains of 148 were amplified using method of ERIC-PCR. The resulis showed that 32 strains with
amplified bands could fall into 28 classes. The purified bacteria were cultured confronting to leaf blight pathogen of 10ma-
1o to screen high resistant strain. Three bactenia strains with high resistance to pathogen were obtained.
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AARBHMAAREFERBNOANAE, CIESEREHY AR D8N,
HEFITHYEIAMERSRE . BRAVHEEYASNNEYSEREIRS TE,
HEAZHERCHEDEYET ., BREANMEDRAENN, MEMATFIRE.
BENKA, NEHTRE —MRIFNIIMELR KD

BAZERT, HEMEESEFERUR SE—FEPHAIHEERERK, 58
¥, MEEYLENGTEYFHANERE, —BEHNETHREINYFREY
ERMERN AR, ENRETHEHANTAY,

AR E R FRIC B%| (Enterobacterial Repetitive Intergenic Consensus, JRE§E:H
FHEEXFFF) R—BEN 126bp HREBAREFHY, ;i TARKME%RE ERIC-
PCR § P Y s Sk EIE A7), 00 ) S 2 0 8 3 S B AT 4 236 Pl 26 S R i
9. Judd S ERIC-PCR W B AR K G HER M E 123 MRS TEZRETANS
RFLPs 53 S5 8" . A SCH R 7 3ht B0 P 4 B AT AP 3 PO AE ty R i 1F
Fo

1 SREA
1.1 SiEMS5iEHE

B EYy: Bfivikk (RRD; REFLE. WESHAEM (1#) B 2#)
B3 3#) WiF 4#) KR (S#); EHEEL. SATEABAEEERE. §R—-2
HEFHRE. PDANEE (NMEHFEENRAEEER),
1.2 ERIC#R®Hs|mEn"

ERICIR:  3-CACTTAGGGGTICCTCGAATGTA-5';  ERIC2:  5-AAGTAAGTGACT-
GGCGTGAGCG-3,,
1.3 HIBABAFERALENSE

BIREAHFEG 4 & g, AHKEEGEE, RS THNHETUT4RHE
PR AEE, (1) KA. MEEKHETEER 1005, PIFE, MARES 0ol THER
BB = AN, BIERY Imin, (2) (b¥48. TEKFER10OKE, F
75% FERHBRN Smin, BHH 0 1ZMEAMLTENE Smin 5, THETEKERS 3 K, TR,
HELBRR L, (3) ¥E4mE: HARKBEE 1005, FHENSR 1h, Bk,
HELBEEL, (4) HARE. TRAHSEYE 0KE, AXETTAYBRER, B,
HELRE . o8l A5E 0 (1,500, 5Smin), FEBERERE, RF 38
HFEETRLE, 8CHHF—E, 3.
1.4 WEREENKE

BEIEFR EAEMIN, ESmEE, JIRARYE 148 bk, REMILERER
ABANSTNEE, USSBHRTES, %1 4383847 ERICPCR, Hh— 34 0
HESHE, RARESAR; — B REEEARR, RMRESAN —B9N
A PARIEEHRRR; BH -0 0% . BANESIME, 43 %P 31 B
REFPEEABERE, RDHRRATKR—SEHRE, ATAENEERD, Mk
1 PDA i E9H.
1.5 PCR REBSEHNE&

PRERSBEHEE T 100l BAEK T, fEHAS#E 1min BEREIK, f DNA BHEULK,

© PERFRHBEMHRAMTVKSHET http://journals

im. ac

cn



2003 4E 30 (5) MEWERE - 9] -

HHAEN PCR UM BIER .
1.6 PCRRESZERHH

£ 25pL () PCR RBA R H, DNA S FIELA0 30ng. PCR & fk: 95 CHIZEH
Tmin, T lmin, 52CiB:X Imin, 65C & f# 8min, 30 TTEH, 65C R /5 T
16min, 4CEIEER . F 1.0%5 S E B k8% PCR /=¥, GDS8000 S AR 447
1A _
1.7 BERTHE

£ | PRI R R AR T

2 ZR5SH
2.1 EBRIFENEHENAZE

FRRAEHMTIES, NEERNSETERREEN, XAUBSER&E
RN EEAERRENER . RIH 4 M7 ROeEEH,, ERALEL

Mm% 1 AJLES, Kt
HEFRSEEVELTFHE 3 F1 ARMLEBFZIMERELNEREN (dug)
FHFEAEEHRAEEE, X b B ik e WM E-N: HWE
REHFEEAAGEZREEZE bi 13 1.0BE+05 L84E+04 S5.20E+0l 1.26E+05
itk W RS YT s R BY . {4 M 1.80E4+0  L.I0E+D 0 2.90E + 0
2 F A EEE R KN E R WMEL4E  9.00E+04 920E+03  2.60E+0 9.RE+M4
WA, WEER h FiL2 R A HLBEALR  S.40E+05 S.80E+03  1.30E+0  5.98E+04
BAHKRNE, AXHKS
WETABHILERAHEYAREA, ARNARRAT. MHEZRENRANLERE
MAAREEET ., FARIMESERYEEERA T EEHRIERERNER.
2.2 AETHAEEFHLARKREEM

SrRERETE AR (1#) HAi (24#) HFE B#) AT (4#) I (5#) W5
L, FEEN, AYEFRLEEE, 2BREE, SRR

ME2EH: 8

ERFH. BT (H %2 FREIWMPHEHRALHEE ( x10°dfwg)
Bi#) B#HER, + ® 1# 24 3# as sS4 SEEMEM (%)
HA4AEHEETVTF 9 ® 76 22 132 108 9.0 79.4
FIESHETHEY N HARE 226 038 1.74 200 092 18.2
RAER. AHEBHRER H B 00 0232 058 0.13% 0212 3.1

& H 9936 282 1552 3216 10.192

REBEREAMAER =
HedawrhEiiE,
XWASHERENRREFEZXRACHEAVEATERK. 2EBNNER P44
AN NEE S RER, BEARD.
2.3 ERIC-PCR BB HRBESH

4. AbE8 s A/, BE. BEERONEESEY. D 43 sl
ATERIC-PCR Y, R R AT AW, N AT HEW OHRABE—FIEHF
B, 4HEALNEBEEAWESRRL) . B 1 54 E8kR ERIC-PCR Bk,
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B 1 B4 IR ERIC-PCR fE 80 A%
M 1kb ladder 5+ FIRERIC, Neg. PCREFEME, 1-20 AHBINALWN

ERIC-PCREREY, BRAFLEANPAMARESHNESEESBEHEL, B
ERIC-PCR {5 8BS EH A MR (117, 18, 19), BHEMNABRTFR—FE; AREEY
FHREENEER SR, H ERIC-PCR 58S 1R — (In3#6, 19 F120),
WA EMNRR—#HE.

FA SPSS ## (SPSS Inc.) H'#Y Euclidean Distance X ERIC-PCR B ¥ #E17 B 2447,
255 2 BB 28 F,

2.4 FHEIIREF

TEETREREERKK PDA Pk LRI BEETES FASEARERE, 28C
BB, BhWEEEArn®E (82).

3 itig

HYNERTURGEHYH THHHR
W, HFELESHKE, 2K, WH2IHEY
HAWMRY, LEBTESHE (BAH k.
L, RANE) MHAEESEABER
A, FREBEENEERBRES

e FERIZE(EM. BHEYALEEATIRS, FER
el RLERE, PR MAEE FERAFANGFE—LRE, NEENRER
REFZ—, KEABRT KNEHENEDE
R, SEXRRFEREBRNER, RN E R B ALK ERMEN AR
#ixtaY,
T ERIC FF4M 15 AU H 768 F 0 418 R AR BE, ERIC-PCR $550 PRI XL L
ARRMBEHATERYE, FUEBEATAENS TEEMR2E., R ERIC BH
BHAETHERET, BIHETY LB AEME— S B9 Vibrio cholerae'™ , {H7EZLEF THE
H, F ERIC-PCR XfREEifk . HE. HYRWHEESA DNA FHi75 e, RAKRE
PRAWHT, REEXFEOBIEEY: &4 ERIC F5IHEEL#4T ERIC-PCR Y,
P B K ZH00 ERIC FEP) M A9 DNA H i, A& ERIC ¥ A0 R 4 345
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ERIC-PCR I}, #'1¥ FB PSS ERIC 51 R ES B ) DNA H BE . BRATRAIAE R A
ERIC-PCR #HATHIE r 2, MAAEERMRESES%EE. Govani FAM THEX
B, BRI E A BET 4 ERIC-PCR BiE. RATH TIEL B 11 bRl LY 1 447,
X ATRER PN R A 1% 5 ERIC 5| PRI IR R R 89 DNA B BL, o a) 5 5 2 41 Ha 24
BEEAEE, RBHH DNA, EFEREREEH#—LIETE,

& & X W
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