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Abstract: To assess the variability of adhesin gene fpad in diflerene H. pyloristrains with PCR- restriction fragment
lengh polymorphisca ( RFLP) . A 710-bp gene hpad, abtained from 9 diffecemt H. pylori strains, were digested by Hha
I and Hae [l individually and analyzed by agamse gel electrophoresis. Four different polymorphic types were found in
hpad digested with Haelll and five types with Hhal. Clinical isolates of H. pylori from Chongging showed difference
among them and remarksbly distinguished from foreign standard strains. Mongnlia gerbil adapted & . pylori strain, which
were obtained from Mongolia gerbil infected with clinical isolate, also showed inconsistence in hpad RFLP. The hpad
gene from differeat H. pylori strains revealed 1 variability, and this might provide an effective toethod for developing
molecular epidersiclogy of H. pylori.
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H. pylorii#i AT BB TR KR . B MERA R BT, AT UASFAKFEEX
4+ H.pylori BBk, AR H.pylori BEERRIAEDIYE, BEEIERB, Do EERE,
WEILAFFE H. pylori 5 FRATRFWE, BHTHMMREMBITREE,

AT FKF PCR FARS BN H. pylori B9 2 BRERMERBE . 4 BRIG IR B8R L % 3 BR3h
Y03 Vi PR SLRE 710bp 1 hpad BH, HEMREITENYIE Hhal., Haelll 2+51%HZ H & 4 B
HEATREY], X RFLP 347447,

1 HEE5AZE

1.1 H. pylori Wfhi%$F

9%k H. pylori B ¥k4r %)% 45 ¥E W6 ¥k NCIC11637. SSI1; Wi Bk 4 35 #k CCS9803.
CCS9809, CCS9810, CCS9813, Ho CCS9809 B H + M ER AR R L,
CCS9803, CCS9810, CCS9813 4B B EHRMHEBHEMATBREA,: shdE k. hilE
SEIER CCSO803 MR LU R A BN H R ERE S I ENKE—R (FHE M
), IKERBBISWENBRSE R (R MO #),
1.2 FERH

Ex-TagB§. Hha I . Haelll. Neo I . Xho I . BamH 1 . DNA marker, pMD-18 ¥{&
¥ B K Takara A7), FORHRIEEME . DNA H BB YA £ M 8 Omega 247 o
1.3 PCR

E¥G1Y (P,): 5'-ccaigggeagecegeatattatt-3': & Neo | BBV 45, THSI1Y (P,):
5-ctegagteggtttcitttgee-3', & Xho T BEUINLA, UL H. Pylori BBH MERY 1 hpat EH
1.4 BHHKHERIER

FI PCR =41 710bp 1 B, #H:T pMD-18 8k, ¥4k E.coli DHS«, FHIRIRE,
HF Neo 1\ Xho T WEETN4E5E S5 BIW/NA B (710bp) 44 RFLP 4347,
1.5 RFLP

1%&#% Hae 1A Hha 1 3 hpad ZEFH1T RFLP 47,

2 H#R

2.1 PCRER

PCR I 1M F 1.0% BB b
¥k, 7€ 7T10bp ALFT W B M B (B 1 fr
w), SEitERYE . b
2.2 TAPREREESE -

B 2 7% pMD-18-hpad RMETERE Noo 100 MR § 1§ BRRF

L. Xho I UEGUIRIKESR, TRF 7106 10 08
EHBREHMEER, BREFBRANS pMD-18 100
8 BanH I BRFIHF, FEHBIABL,
2.3 RFLPZE

Hae 1 Hha 1 5 $1 58] 710bp hpad B Ik PRy MR
EH (B3), HET W, Heell EEYIR. 4 2,3, 4,5, 6, 7, 8, 9, 10 NCICII637, SSI,
ﬁl%ﬂ, waliﬁﬂ]m Sﬂ'%ﬂ, ﬁ]‘ﬁ 9 CC9803, CCS9813, M1, M3, M9, CCS9809, CCS9810
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IR Eiﬁﬁﬁﬁﬂﬁi?%o H . pylori
B2 pMD-18 hoat Neo T« Tho T ST 5§ b g m sk RE, RA4

| DNA macker DL, OO0, 2, 3, 4, 5, 6, 7, 8, MBS, B TR B RRALR
9, 10 NCICI637, SSI, CCS93, CCSI3, Mi, M3, 7 LEo WA, FR H. pylori WEREER
Mo, CCS9809, CCSOBI0, 11 pMDIS digested with BamH1  [FI— ERIMA AR XA EHBMER,
' 5 H.pylori 518 ERIFEET RV

%1 94 H.pylori Witk hpoA XE Hha | . Hae N 2MY) MRAZKRE. 51 1988 £,
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i B ftha 1 %8
®3 9FARR H.pylori Fitk 710bp-hpad BEY]H BLEERELIK

A fragments of 710bp-hpad digested with Haell, B fragments of 710bp-hpad digrsted with Hha |
1 100bp DNA ladder marker, 2, 3, 4, 5, 6, 7, 8, 9, 10 NCIC11637, SS1, CCS9803, CC813, M1, M3, M9,

CCS9809, CCS9810
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Dolores G %R 1] Sau3A. Hinfl BRHITEPYIBERT hpad " 375bp PCR 41 7= 41 4T R
Mt EM, MsoBiE4%. BBE. I —HEEEHRATSER H. pyori it hpad £
AT 7 #2511, SWFUEN lpod BREFFEE 0% F, HbrEeE g
BRIFFIERBER/D, M LXFHERFREN HQeA EAKIREMTURY:,

FHEFPEIE H. pylori PRUEREER . 1SR B BRA S BRI ARIL 9 Bk, YT K 710bp
B hpad 2R, %I Hhal. Hoelll FIFP R YEN I BEHEFT hped RFLP 347, 5B BR
Hae Il ARG 0. 4 FP 7 &Y, Hhal RSUI 20 S B RY, "IHE O 8k H. pylor BEERD IR S
41, BJ NCTC11637. SS1; CCS9809; CCS9810; CCS9803 1 CCS9813. MI. M3, M9,
NCTC11637. SS1 N EPBRARHER v, P& Z RIREHH BE 2 MR 35 GenBank MR KL
B, EAIKEKE K CCS810. CCS9813. CCS9803 & A EAMMBYI# R H A
M TESME, CCS9809 Haelll HAFIHI B S NCTC11637, SS1 Afl[A], T Hhal B§UIHH R
RIA ST AR AE, 8. QBN H. prlori Bk hpad FEEFIE—E R BEHE;
@ ARF B BERE H. pylori E WG IR 53 B ¥R 2 5] hpad FEFTE Hhal, Haelll PR 4
AR TRS M REN S FFEER. BT R, hpad BERABMKE EFELE
FEWESH.

TERIR RN A I BE, A THT H. pylori 75 BRBAIFFEH, M1 E M3
EWRERRGSYAAYHAREB R EEIRY, HEREE, S8 &AM
TG, T M9 BREARETMAY M B EEEEREKS, 85 H. plon TEESERY
HBEY, EEYRERBEREBEEME. 5, 3RSMYENZ 8 hped RFLP R
STE--H, HAERTF CCS9803 M, WHER: H. prlorn 98 (T HusE i AR T8 L B =4 ¥
R, RSB CCS9813 B#E Hhal, Haelll &9 RFLP 35 %) 5 3458 I #R A [A], +R
CCs9813 A REW F 3.

£5 LT, H.pylori hpeA 3:H Hhal. Haelll &) RFLP 4347 AR HBE T —F M4 F
KX 5 H.pylori Bibk . AR RAFBEROTE, M AR B RELP ARUE S #7 0]
A& H. pylori 194 FWRATHE . TSR RITRE.
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