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Abstract: Inotdermstudyﬂae}ﬂaogmlyoftfoneiiabumem((]:)molm the ISR of seven Chinese isolates
(Qiyi, Li, Xinqiao, Yaan, YS8, Y59, and YS-11) and three intemational reference isolates (Nine miles,
Henzerling., and Grita) were amplified from their genonsic DNA by polymerase chain reaction (PCR) . The amplimers
were directly sequenced by auto-sequencing machine, and only a few sites were detected to be different among the
ISR sequences. Al the 60" site of the ISR, 3 Yuman isolates (YS-8, YS9, and YS-11) and Grita, were “C", i-
dentical o that (including Nine miles and some clinic isclates from France) reported by Stein ef af and the other 5
strains were “A”. The difference of ISR may be related to the different geographic circunstances which these strains
inhabited in. Moreover, the ISR of YS9 was deleted at 8 and 2082, and that of Xingiao was deleted at 432%.
The deletions of the ISR may be reflect to their panticular hosts,
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HHEFLFMR; B QRELMALHAMEE, HREAR,

SR BN ERERED A QB IKE— R, HAFS BB KR, LPS
SR DNA FBRIFSUIEE EFFAEAFREN R, X290 FEEFEAH
REABECARRMORESIHES BRI BERERGF EFEER, BERHE
MBRE¥EMPIFTN RIS Q Ay ik AT AP ATES S tEmig# Q MM X1
RV, EHH coml BB, icd HEM 23s RNA BEBANFSHTLEYAREN G
NEEMERY, £ ch HRM L FR-SHROER, S ARBERE ., K
KRB EARZBPEF O BHEHTEN, BETHFEQMMREN -T#A, TR
HENX ARG ERERIWN Q AMLH .. BITARITRFrHRMREFE T TEENE L,

165-23S (DNA £ [6] X (Intergenic spacer region, fal FF ISR) 27 F 165 #1 23S rDNA
HEHNEA DNA KK, 2196 K, CHAUHERAEESE . F2BERE . S E0HY
REFH27T1E 4 DFAOME ISR R, REEH 16S 23S EHFERVERME,
fER 3t L 168 (RNA BHH R ZAE LT XM, SR EREXRBOL MY & &
W, TFEEERE S EHBYCHFES . WO EHER P M. Kansasii FAM.
Gasti [(f) 16SrRNA 0 55 5T M), (HX Rl HAT A ISR MREBENY B%. 5
5, T ISR LA, & BT L A S 3 6500 5 BR A G PR 53 B ke ) 98 W M 20 A7
AL, TEMRESEARTRAXHBEARBSLSIEHN 6 4 Cb BB 165
RNA ZE0 750 0 B (] O, M LA A e AT BRI A 50T, A BT 5T 5 E 1T 165235 ISR #
badnupmLRathNERE. TRXRARZEGFOIFAREREBEK . REK
REREARMEEHN 7% COb ERMERZ % 8, A¥E PCR X {14 ISRDNA # 17
¥, LUFFaieirikEl THKISES o EEZRNER.

1 #85HE%

L1 XRHH

L1.1 E#k: RRKWIRILMER Otk Cb 7Bk, Grita 8k 1957 F A EFEFREE5I a0
HE, 1961 FE5| ARE . Henzerling %R HALFHAEH RBIFTET, LEK 192 £40EH
I —t8HTEE N DA QARBHE., ML 194 F AWM v QARE., YH-
NB1965 FHEMBR —RKR QBWAEKAGE., T8k 1981 F B BHRFEH—K#,
A ERE ARG A . FHHER 1964 &M I RAKSFE MWLM D5, YS-8 H
YSOMARMANCRHRISERE.

1.1.2 7] A4 DNA 2 EIA A& (QlAamp Tissue Kit) ¥ H QIAGEN 4+ &) ; ABI PRISM
Dye Primer Cycle Sequencing Ready Reaction Kit B9 H PE 2 7] ; UNIQ-5 3 DNA A& Bl i,
MEwatTAqA,

1.2 XRAZE

12N CHEHMER: EMYENOR, EMEEETERER, REMEBER A
G Gimenez AHRK, BB TRKEKE (B TE MR 50-100 MHEEK) M58
[ {8

1.2.2 %FH4 DNA IR S5 2 8. D4 DNA AHE BB S DNA B H A B R
BiftfT.

1.2.3 165-23S ISRDNA A PCR 8§ : iR#E Q A sk ik RNA # xiF 5t —314
ISR-L: 5°-AGGCTAACCTTCGGGAG-3°, 235-R: 5-TATGGCTGAACTTTCCA-3°, PCR i %
9Bk Q Hor kK k4 B HRAY ISR. 7F 0.5mL B RMA 1pL £ H4 DNA, 1pL 10mmol/
LdNTP, SuL PCR 2B (10x ), 10uL 15mmol/L MeCl, #11.25U f) Taq M (Sangon Lid,
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Canada), #b ddH,0 E 50pL 8.4, PCR KM &M A 95°C BIAEHE Tmin J&, F#EFT 30 4
B3, BHEIH 94°C Imin, 50°C lmin 1 72°C Imin, #EIF/E 72°C A 10min, B 10uL
BB =Y E 0.5pe/mL EB 8 1 %3 iR E S Eedk, BIMTTFURESER,

1.2.4ISR W FF 3@ E: LAMRE Q 57 5 WK ISR ¥ 51 % 31 89 ISR-R: 5°-GCGCT-
TATTCACTTGACC-3" E 5 87514, PCR 7414 UNIQ-S £ 2 DNA fit ikl & dlifk f5
BE#® P, 84 ABI PRISM Dye Primer Cycle Sequencing Ready Reaction Kit 7E ABI
PRISM377 DNA B 38 F {0 E#47, K Hitachi 225149 DNASIS 3435417 51 5047 o

2 &8
2.1 ISRDNA i PCR ¥*i8
M B1TIIT A ISR-L 71 23S-R 514 %F 10 Bk Q #4571 WK /& DNA #4175 3 PCR ¥ 1¥
Ja, T 10 Bk Q R IRH P 1% 45 860bp K/ADHI— 1 &, SRiTHEY S
(864bp), MH, 7E 1%HISHEK E A AHEHKZEAKENER, SRLE 1,
t 2 3 45 6 7 8 9 10 2.2 ISRHMIF3
T QIR FEHTEH]A2 I E
Fr&%8kAY ISR FS 9 gME, M E®RIAD
Ch BE/FFI Al Stein FRENFF (AEBELE
WRIM., THM—SXxEsEK) #TERE
MR, FABEXT 9%, BRITKEH
1 9H QR SKEABED 1653515k 9 K Q AL IR FES 5 Stein % 11 89 7
# PCR § 1845 % FIfHLL, S RIZES 18, 290 M T —14 C,
| B, 2 BEE, 3 BHK 4 PE.S % 5199, 32 MT — 1 G; OB L
TR 6 Cria k] merwering B8 S8R B B% . Henseding A7 H 00 FE 5 52 4 M
[/, FHFk SIS 432 Bk
BT, PRSHSBEESBEHROFETIMNL, £FE 8. OMNEEAS CHBEKR, GCrta,
YS-8 # YH-11 8 ISR /FFI5E 2 MR, YS9 53X 3 #kAH, 769 8 1208 £ii 4> B 3 B0 Gk
K. EERMEMNTA P, F 0NN “A” 1 “C” HFER!, Grta. YS-8. YS9, YH-11
MEEHSEEMR, A “A”, EE., BE, HiF. Henzeding MZEHKMF, X “C”, %
RRHE 2,
3 g
AR ZWAME S RNA ZEIBRLL 16823555 #IF T BB T, SR TILHE
FH—TEWULFH RNA, BESEERBAMEREIL, 165235 ISR fii T 16S 1 23S
HNZE, 4 RNA REM e _RERNEE, BEiESENhERY, #N
5 RNA EHEA B, XFHFISRE 16S f1 23S HEME, THMHELEREENE
A, AEEISR I 16S M 23S HEHFHEEMMN BHFIER, EE SR
BE, 4% RNA EEM LK BEARRKBERRMN, ARKEER—AEHARE
RNA BT HRAE) . PCR HAR #9575 B E 447 ISR B A AT 6E, T 1996 4 At
2748 A NI ISR #4T TR, Hh @i E R E AR K EFAES ISR K
BEHMER, FNKEEREEHFETR O AFRENE, £/ — AP, kEH
ZRHRFLP 3 PCR-SSCP BRI THEMNLE E, AEHAEAB T M. Kansasii Fi M.
Gasti FAE MBI ELITIEEE 16S RNA BRI BA K 4, BRI ISRAFENEAT
REFA%EH, 5H5, BT ISRMSBEAEMTFENHKLS HAEERE S EHRA

bp

1000
750
500
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10 20 30 60
#H AGTCGTAACA AGGTAGC-GT AGGGGAAC-T CTITTAGTGA
Ysg 00 e L Con ey C. i
O IR Cov e Cov ieee e C. ..C
EBE e C.. et Con e ey C. i C
YHIL 0 ettt C..  vieen C.. i C. e
Henzerlu,lg ....... C --------- C ---------- C- --------- C
Grita e Cov iiiien Coo e C. i,
YS8& 00 e e C.. o Cov oienn e C. e,
Bk 0000 - e i eeaaed Cow ot Co o ieiii i C
HE e C.. v eaa-nn Coe e Co  iiiie e C
200 210 360 440 .
#=H TGATAAGG-T GAGGTCGGAA G-CATCAACA TGAAATGTAA
Y80 e e G, e - P
B e G. e 1 T
EE 0 e L G iiee s e
Yl,.l_]l -------- G- ---------- -G ------------------
Hemzerding """ L N T
Crla ot G. e R
YS8 00 e e L Ges i v vihs iV
P S G e N« T T
e G. i e G WML i
P2 108k Q Hor SRS B bk 165 235 1SR MFFF LLEX
T REMRMRE, U IRk
B TR B,

ChAHEHYNTE, MR SHOEIMNEE, HBBFATRAHEE, AERER
FRBERNER, LRIV EHNEEAER, BRI BEHMBREFER, HA
MAEE, RE 1962 FH 1983 F4HBIM 178 Co R, ENMEERR, BmtEfsg
B S ERS AAE . Co REMAFLE — RNA BHITTHFAE, T oI iA RNA B
HEA, F13 QM v miikM SR ERALEAZE A RNABNCHAE (W
E. Coli RHEHMAHMTEE T RNAEN) £H., B4, HOUKAFELRETHFE
ENHEEAME R, RIAERSHM, otk A EE A EE F6 Ch 25K
EA K Stein SR IEM S E B E SR FAIBBEERT, BREiIBE TR —AF, R
ERMEA SR FEY, BNEMB 60 A “A” M “C” AHERX, BB s, BF
“A" B3 A SEES BBk YS-8. YS9, YH-11 I Grita ¥k A—32, MIBA “C" WMEESH
SEER-EEE . BiFE. FEE . Hemzeding MIZEB N H —28, HEREBEOEAHTERAS B
A “A” H C. AEHEERHEAAI N ZHAERSHEHZIEHERBE K, W
HlQ $u 7 STk ik 1A e (k1 T EN B R BLAE B K 4 S LS A A g LA KR I
J A B ERGIEEHE, B5 YSSEWHBRER, YS8 BkER/L 67kD LI
St Bah, QPO sEkik S DNA R PYEBS I Br 4. 2 DNA IREF 4032 & 238
RNA AT FH S RIEE T3 M ESHAE#S TR oB Rz 70,
FRSMERBONIENREMSENAENBERESEARRERTL, SEHE
BUERFESI M, Stein ZEHE T ESE 18, 29, 199, 352 BB ARTE, H P
199 {7 B f B0 AE 35 B (RSP &Y (RNAT R Bvh, BRHLEAEF S -9, YS9 BRAES 8
1208 {7 RIEEG A, HPTARTES 432 frfl k=2, I 8 53X P4 8 kol I A [ /Y
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FMEE (RERSLMW) SETRFEHRIRMX,

JLT5%K, QAMREE —HB O TA S BEEMNAEREZHFESHSIENERBERL
RIHER, G LPS. Fik, #PH4 DNA & RFLP p 8BS 1E R K a5, 184 Q #7 3%
WS B BRI 2 FHE bR, HA, Samuel FHREMA ., #BHE QAN IHETERFRM A,
B Chb BTSSR 2tk Cb BB & 36kb 89 QpHI FER; 184 Cb 2B bk& 39kb #
QpRS Fih sk 4 DNA FH# QpRS 75, M A LEINE A% EMIAE, KPE
A HTIRBA coml M ICD EEET X3RS . 184 Q B Cb HEREFTLER23,
HHEMEKXEEWREEZASERBE QM IEHEAEHSE-RXBRERPER
H#ITX 4y, Stein #l Raoult 2T 74 QR REKEBEHE 0 M HAE AR HEME
BRERER, Hh 2l ERESE, 208658 QAR AS S, FRETHA
MR AT BB BA 2 B QpHI ki, T 21 k8 HEHR A D EBRTH 78S QpHI
B 1995 4F Valkova 1 Kazar 73 B 8 T QpDV B ki, AR Al & T HEMIBIERE A S
BHT, REWHAFROGEATE Q #sr WKk BT & BB KR A 2 5 H K
RRHEYE., B, —HFPLRNERBTLBHONBRNTES5H b k%
Ry BRI E LI RAIXT 9 MR Q BT SR 4 B HK 165-23S ISR B AT T Ho &%,
RESBEARE QBB AN LEHRMBE St QAR ATEHREE, 8. Henzeding
BERFHEL—8, MEBREEHKL Goa M YH-11 55 LM 4 M akifEE 55
EH. @A SRHERMS QRWARHHARILL, 4R, SRARKGRTEAR-
tRNA (IRNA") MPIEEE-(RNA (tRNAM:),. AR ZEFEAHSY, T AT AR KK
EKHK Cb BB FIHE TS8R, FAWRERURE, KT QM I AREIEHE
BFESERERAXMOKBIEFFE, KERATHORNREELESE, T — 5
FIMVABE, i KRENSER R H T QR EREL AN T R L, L
RBAFREEAMRE Q 7 ik “HAYE" FeEM ki,

X xXW
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