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FAST DIFFERENTIATION OF MYCOBACTERIAL SPECIES BY USING PCR-SSCP

LI Hong—Min, WU Xue—Qiong, ZHANG Jun-Xian, WANG Wei, CHENG Heng—Qun

(PLA 309 Hospital, Beijing 100091)

Abstract: Methods Using PCR-SSCP analysis the 16S rDNA of mycobacterial species. In sixty clinical specimen, twenty

were positive by using both wraditional methods and PCR-SSCP. In these twenty species, eighteen were M. Tuberculosis and

wo were infected by both mycobactenal species and other than mycobacterium tuberculosis. Five of twenty species which

were negative by using tradizonal methods were positive by using PCR-SSCP. All methods showed negative in twenty control

species.  All expenments reported results in three days.

Using PCR-SSCP, there were different profiles in  different

mycobacterial species, except that there were similar profiles in mycobacterial and M. bovis BCG. It can be used 1w

differenizate mycobacterial species by using PCR-SSCP.
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