GO/ - HHSE /B WRBBSHRIERE 821
Chinese Journal of Biotechnology

http://journals.im.ac.cn/cjbcn Jun. 25, 2018, 34(6): 821-831

DOI: 10.13345/j.cjb.180138 ©2018 Chin J Biotech, All rights reserved

#% m: '

B

4\‘»\%iﬁ 1’2*? ;Ejszg 1*? g{]\llkjiz 1? le‘Xi 113’ ?EEE 1’3

1 100101
2 530004
3 100049
, : , .B , 2018, 34(6): 821-831.

Jiao PT, Fan WH, Sun YP, et al. Research advance of influenza B viruses. Chin J Biotech, 2018, 34(6): 821-831.

B E: BAARREALKAES TERNA RE, FAELHTCEANUE A BRI FL AT T X7 ARIAK
QRFBERE TR, HILE. FVF. BAFHEAARSR, ARFILEAFVFEIIRGRTERS,
BALYNLTAMBEERT PEAM. BEAABRREL ARMILER IR ELXL AT RE, LLAERITES
BRE Rm R ERS AR, B, 4R R 2017 FALE, BRARRFEKE GRS HERA T 51 AR
KA GRIER, m/\méﬁﬁ%%ié;wﬂ&kl% KT, PR BAEARRENLEN. RITRF. LREFA
Wit S mBtAT T 4 B A ANM LR ENIAIR, A BEABRNG ERBEELERAS.

BAERBRE, ARFE, RATHL, LAF, HRGLER

Resear ch advance of influenza B viruses
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Abstract: Influenza B virus (IBV) is a segmented negative-strand RNA virus, which often causes local outbreak or
seasonal epidemic along with influenza A virus (IAV) in the world. It is pathogenic to children, teenagers and elderly
people and has a higher mortality rate in children and adolescents, so it poses a serious threat to public health and health.
IBV is more likely to cause complications than 1AV and the disease burden of IBV even exceeds IAV in the epidemic
season. Recently, especially after winter of 2017, IBV has become the dominant strain in many areas of our country and
seriously affects people’s health. In view of this, this article reviews the structure, epidemiology, immunology and
prevention of IBV, aiming at enhancing public’s perceptions of the virus and providing reference for making strategies for
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prevention and control of influenza B.

Keywords: influenzaB virus, etiology, epidemiology, immunology, research advance
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Tablel Comparison of different types of influenza viruses
Types
distinction A B C D References

Encoded PB2 PB2 PB2 PB2 [1-6, 58]

polypeptide PB1 PB1 PB1 PB1
PA PA P3 P3
HA HA HEF HEF
NP NP NP NP
NA NA, NB - -

M1, M2 M1, M2 M1, CM2 M1, M2
NS1, NS2 NS1, NS2 NS1, NS2 NS1, NEP

Cell surface HA (1-15) HA Hemagglutinin- Hemagglutinin- [1-6, 58]

glycoproteins NA (1-9) NA esterase-fusion esterase-fusion

protein (HEF) protein (HEF)

Natural reservoir  Human, avian, swine,  Human, seals Human, swine, dogs Swine, cattle [1-6,
dogs, horses, tigers, 58-67]
seals

Types of gene Antigenic drift and Antigenic drift Antigenic drift Antigenic drift  [9, 37, 68]

mutation shift

Receptor a-2,3-linked sialic a-2,3-and-a-2,6- N-acetyl-9-O- 9-O-acetylated  [37, 60, 67]

preference on the acid linked sialic acid acetylneuraminic sialic acids

surfaces of cells  (avian influenza A (BV) acid
virus) a-2,6-linked sialic
a-2,3-linked sialic acid (BY)
acid
(human influenza A
virus)

Thefirst reported 1510 1940 1947 2011 [1,42, 69]

time

Outbreak time of ~ Spanish Flu Pandemic = Canada 1986 The first isolation The first [1-6, 64,

influenza virus in 1918 (H1IN1) America 1989 in 1947 isolation 68]
AsiaFlu in 1957 China 1994, 1997, in 2011

(H2N2)
Hong Kong Flu
(China) in 1968
(H3N2)

2000
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Fig. 1 Thedistribution of influenza virus strains in China (2017—2018). (A) The Southern provinces. (B) The Northern
provinces.

*2 HEADFHEARAEEFEEDUHRBRFSEEAS
Table2 The WHO recommended composition of influenza virus vaccinesin influenza season

Recommended composition 2017-2018 2018-2019
A (HIN21) A/Michigan/45/2015 (HIN1) A/Michigan/45/2015 (HIN1)
A (H3N2) A/Hong Kong (China)/4801/2014 A/Singapore/INFIMH-16-0019/2016
B/Victoria B/Brisbane/60/2008 B/Colorado/06/2017
B/Y amagata B/Phuket/3073/2013
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