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Kunjin virus replicon——a novel viral vector
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Abstract: Viral replicon is a kind of self-replicating viral RNA sourced from viral genome, which contains viral non-structural
genes that are critical for viral genome replication with structural proteins deleted or replaced by foreign genes. Kunjin virus is a
member of the Flavivirida family, Flavivirus genus, and Kunjin virus replicon is the first and the clearly defined flavivirus
replicon. Kunjun virus replicon has been regarded as an excellent viral vector on account of its high expression, lower cytotoxicity
and genetic stability. These unique characteristics of kunjin virus replicons make them suitable for the study of viral genome
replication, recombinant proteins production, vaccine development and gene therapy. In this article, recent progress in the

development, properties and applications of kunjin virus replicon system was briefly reviewed.
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Fig. 1

Construction of Kunjin virus replicon genome. neo: neomycin phosphotransferase I gene; HG: Heterologous gene; Ub:

Ubiquitin; HDVr: hepatitis delta virus ribozyme; PA: ployadenylation; IRES: Internal ribosome entry site.
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