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Genetic Analysis and SSR Mapping on an New Stem Stripe
Rust Resistance Gene YrY206 in Aegilops tauschii
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Abstract: A wheat stripe rust resistance gene was screened out from Aegilops tauschii which is relative genera of wheat species,
broadening the genetic basis of the anti-disease character of wheat species. By hybridizing diversed Ae. Tauschii species, which is
either resistant or susceptible to wheat stripe rust, a dominant wheat stripe rust resistance gene was detected from Ae. Tauschii (Coss.)
Schmal Y206. The novel gene was temporarily designated as YrY206. By bulk segregation analysis, four microsatellite markers
Wmclla, Xgwm71c, Xgwm161 and Xgwm183 were found to be linked to YrY206 with genetic distances of 4.0, 3.3, 1.5 and 9.3 cM,
respectively. According to the locations of the linked markers, the resistance gene was located on chromosome 3DS. Based on the
chromosomal location and the resistance pattern of the gene, YrY206 should be a novel stripe rust resistance gene.
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Table 1 Resistance of the Y206xY121 F2 population infected by mixed physiological race in seedling and adult stages

Infection type

Materials Total plants Expected ratio ¥* value P value
0 0 1 2 3
Y206{Y121 F2 130 8 5 5 10 36 194 3:1 0.11 0.500~0.250
seedling stage
Y206/¥121 F2 144 2 3 1 3 194 3:1 0.44 0.500~0.250

adult-plant

M 2 4 6 8

bp
238
217

10 12 14 16 18 20 22 24 26 28 30 32 34 36 38 40 42 44 46 48

B 1 3514 Wmclla 3 Y206 X Y121 F2 #3455 BERRY I #EER O
Fig. 1 Amplifionation of Wmcl1la Y206xY121 F2 generationg
M: marker; 1: resistance parent Y206; 2: susceptible parent Y121; 3~38:resistance individuals from Y206xY 121 F2 generation;
39~48: susceptible individuals from Y206xY 121 F2 generation

I3 5 7 9 11 13 15 17

19 21

23 25 27 29 31 33 35 37

E 2 314 Xgwm161 ¥ Y206 X Y121 F2 R BRkeI &R H %
Fig. 2 Amplifionation of Xgwm161 Y206xY121 F2 generationg
1: resistance parent Y206; 2: susceptible parent Y121; 3~30: resistance individuals from Y206 x Y121 F2 generation; 31~38: susceptible

individuals from Y206 x Y121 F2 generation
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Fig. 3 Linkage map of stripe rust resistance gene YrY206
on chromosome 3D
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