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Table 1 Relation between level of expression of cytokins in vetor pBV220 and Some factors

Adaptation - Configuration

No. Code Free Energy (]) odex Ness AUG Products/ % . Segments modified . Ref.
1 . lLé-O — 43,493 0.0778 . Inloop Nc? e*pression Cut ! 3 termtinel, use - TAA (5
2 IL6R  —4.600 0.0447 . 71 Modifly 5'-Term. Based on en-  9)
3 {L6-T —21.746 0.0441 i 28 E{Ety?z'Jtemﬁnal; vse' TAA (8)
4 HIL4L -27.183 00781 i 30~ 40 Cut 3'-terminal (12)
5 MIL4-W —10.873 0.0601 i 25~30 Cut 3'-terminal (11)
6 HIVI-LL —32.620 0.0631 X § {10)
7 GM-O- -20.910 01041 Y little (4)
8 GM-Z —d4.747 0. 1596 i 20 Madify 5 -term. adaptation index (4)

Modify 5'-term. based on adap-
9 NIL-T -5.437 -0.0551 i 18.5 tation index energy and use (7}
. ] double termination signal
10 HIL2-Z ~17.146 0.1460 ' 20
11  IFN-Z -19.237 0.0719 i 24
) ) Cut 3'-terminal, Modify 5'-
12 GM-W  —19.655 0.2239 v 49 term. based on energy and use {19)
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Analysis of the Factors of the Level of Expression of
a Heterologous Gene in Prokaryocyte

Wu Jigjin, Li Wuju Wang Jiax _
{ Institute of Basic Medical Sciences, Academy of Military Medical Srim;:es, Beijing 1008350}
Abstract In order to predicting level of heterologous gene expression in E . coli , We analyze some
experimental data of level of heterolous gene expression in vector pBV220. According to some refer-
ences, we suggest a set of jrudgementS: the energy of local RNA secondary structures, the local codon
adaptation index, the spacing between the RBS and the AUG, configuration in near AUG. We can
use those judgemients to modify heterclogous gene before experiment. :
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