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S. diastaticus s206-1B
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4-23B{¢ trpl argd STAZ inh°®) HEMEL
EEf3YIYD(a leu2 his4 lys7 sta® inh®){Ichi-
ro Yamashitai¥) #23°, HERIEMES Hs
AREF, HbZ -YD-23B-2 &5 THEERT
BHE LERE, ABNRERRIDNTTE,
BET-#HEHERRE), @UFEXEENR
FrEFRERMESKEET, BETHRESZE
%, H 1 YD-23B-2-1C, 2C, 2D, 4D, 5A,
6A., 6B. 7A, 8D, 9BFI10C X 11 %™ A
trPIBEEATIE M sta® inh " EE R, EE T #

FE

DP1x5206-1BHEMERMIBEE

Strain

Genotype

SD-4-12B
BT o]
-13B
-13C
-148
-14C
-16A
-16B
-16C
-15D
-18C
-194,
-18C
-19D
-22B
-22C
-23A
-23B
-23C
-23D
-24D
-28A
-28D

MATg his STAz inh*
MATq args STAz2 inh*
MATa trp1 args STA2 inh”
MATq hist STAz inh*
MATa trpl args STAz2 inh"
MATq hist STAg inh®
MATa his1 STA2 inh®
MATa trp1 his:

MATa argd -

MATq trpt argd

"MATg args STA2 inh"

MATeq hist’

MATqa arge

MATa trp1 his1

MATq hist STAg inh*
MATs trp: hig1 STAz igh*
MATa trpt args

MATg trp1 args STAz2 inh*
MATza hist

MATq hist

MATa trpt hisi STA2 inh".
MATa hist STAz2 inh* '
MATq trpt ares STA2 inh-

# 2 SDTi-23B x YIV DS Mt

_ Strain Genotype
YD-23B-2-1A  MATq lys7 sta” inh®

-1B MATa trp1 his4 lenz-3, 112 STA2 inh®
-1C MATa trp1 leuz-3, 112 arg4d lys? sta® inh®
-1D MATy hisd args Iys7 STA2 inh-
-2A  MATa STAZ2 inh*
-2B MAT4a args STAz inh*
-2C  MATq trp1 leuz-3, 112 argd lyst sta” inh”
2D MATe trp: hise lea2-3, 112 lys7 sta” ish®
-4A. MATg lyst STAz ish®
-4B MATq sta® ich®
-4C MATa trp1 his4 leuz~8, 112 args STAz inh®
-4D MATa trpt hiss leu2-3, 112 args lys7 sta® inh”
-5A - MATa trpt sta® inh®
-5B MATa hisd leuz-3, 112 arge STA2 inh"
-5C MATg bis4 leuz-3, 112 lys7 sta® inh*
-5D  MATq trpt érgs lys7 STAz2 ink®
-6A  MATq trp1 his4 lys7 stz® inh®
-8B MATq irp1 args Iys? sta® ish*
-sD MATa hisd leuz-3, 112 argd STAz inh”
~TA MATq trpt sta® inh® .
-7C MATy his4 leas-3, 112 args sta” inh”
-tD MATe lys7 STA:2 inh*
-gA MATa hisd lenz-3, 112 STAz 1.qu
-8D  MATq trp1 args lys7 sta® inh®

-gA

MATq leuz-3, 112 STAz2 inh"
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Strain

Genotype

“9B  MATq trpt hisé leuz-3, 112 lys7 sta® inh®
-10A MATg his4 lou2-3, 112 argd sta® ink*

-10B° MATq trp1 args STA2 inh*

-10C  MATg trpt hiss Iys? sta” inh®
~10D° MATa leuz-3, 112 lys7 STA2 inh°

-3A  MATa trp1 STA2 inh®

-3C ~ MATg hisd lenz-3, 112 Iys7 sta® inh®
-sD MATa hisd len2-3, 112 arg4 lys7 sta® inh®
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Construction of Recipient Strains for Cloning of
Yeast Glucose Amylase Gene

Mao Xiaohong Cai Jinke
(Institute of Microbiology, Academia Sinica, Beijing)

The remplent strains for cloning of yeast glucose amylase gene ha—
e been constructed by means of micromanipulation technique, One of
.‘the segtn jants with auxotrophlc marker (trpi), SD-4-23b (¢ trpl arg4
STA2 inh®), was obtained from the cross between S, cerevisiae DP-1
¢(his] trp1 sta® INH1) and §, diestaticus 5206-1B (a argd STA2 inh°),
Then the segregant was hybridized with S, cerevisiae YIYD (a leu2-3,
112 ‘hisd lys7 sta® inh°), Eleven recipient strains (irpi sta® inh®) deri-
-ved from the latter cross are suitable for the transformation of £ coli-
yeast shuttle plasmid pCNeo (TRP1) and cloning of glucose amylase
gene, Some'of the segreg nis with different auxoutrophic markers anrd
STA2 gene which wern: : pable of fermenting starch more rapidly were
also obtained, |
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