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REBEARE GR1), WMHA oCNe0  BREEHE. S5, TR, drE8s

(PGK1) WIS (F3) . EREITZEFUR,
£ 1 pCNi0 (PGK1) E#RBRIEBNKE

Table 1 Size of restriction fragments with endonuclesses

B+K |B+Ec |B+Ps ' Ps c | P | B | Be

S

Endo-
nuf:}easei B+X

Number ~_ Size of —
of fragmemagmeut [

1 0.65 ! 2,34 | 3.7 1.37 1.48 2,16 3.80 [ 8.20 | 1,20
2 2.82 | 5,83 4.59 | 2.5 6.76 | 6.03 L 4.27 7.0
3 4.79 | 4.21 | |

Total 8.26 ‘ 8.23 8.30 ' 8.15 8.22 | 8.19 | B.07 | B.20 | B.2¢

Bi BamHI, X: Xbals K: KpnIs Ec: FeoRVy Ps: RstIy C: Clals Py Pvul. Bg. Bgll

$ F x B
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MOLECULAR CLONING AND CHARACTERIZATION
OF PGK1 GENE OF SACCHAROMYCES CEREVISIAE

Yang Yanqing Liu Yufang Guo Zijian Cai Jinke
(Institute of Microbiology, Academia Sinica, Beijing)

S.cerevisige 1412-4D genomic library was established in E,coli C600 or
HB101 with E, coli-yeast shuttle vector pCN60, Pgkl® transformanis were scre-
ened by transforming recipient strain XSB44-35D with hybrid plasmid from the
genomic library, Gel electrophoresis result showed that the size of the inserted
DNA fragment was 3,1kb,

The orientation of the. PGK1 DNA fragmeni is that its 5/flanking region
is beside the BamH I site of pCN60, and 3’-flanking region is near Bgll site
of PCN60, The restriction map of PGK1 gene was constructed with endonuclea-
ses such as Clal, EcoRV, Kpnl, Xbal, Pstl, Hindll, BamHI and Pvul
and so on, It indicated that in addition to the sites reported by Hitzman et al,,

2 new KpnI site and a new ClaT site were discovered,

Key words

PGK1 gene cloning; genomic library, orientation of inserted fragment; restric-

tion map
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Yang Yanging et al,y Molecular cloning and characterizaiion of

pKG1 gene of Succharomyces cerevisiae
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