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TRANSFORMATION OF CORYNEBACTERIUM
PROTOPLASTS WITH PLASMID pXZ10145 DNA

Yu Hong Yang Nen Ying Weijun Du Zhuhuan
(D epartment of Biological Sciences and T echnology.Zhejiang University, Hangzhou)

A transformation system in Corynebacterium was developed C,glutamicum
1014~6 containing no plasmid was derived from C, glutamicum 1014 which
harbors two kind of plasmids after the treatment with SDS on C,glutamicum

1014, Optimal conditions of protoplast transformation of ¢ glutamicum 1014-6
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‘with plasmid pXZ10145(CZ) were studied, Protoplast transformation efficien-
cy is distinctly increased by the treatment of early logaritlimic phase bacterial
cells with penicillin G,Optimal transformation conditions are 30% PEG 6000
and 37°C water bath for 3 minutes, yielding 2 x 10* transformants per ug of
DNA ,Plasmid pXZ10145 originally from C,glutamicum 1014, could transform
C.crenatum B9 with an efficiency of 3,3x 10*® transformants per ug of DNA,
The plasmid was stably maintained in the new. host,
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Explanation of plate

2, HERBITRE1014RI0H 2 50 RuDNA R} N
Apgarose gel electrophoresis of plasmid DNA from C.glutamicum and its derivatives
1, RIRE, 1014~a@ 3 No plasmid DNA from strain 1014-5
2. pXZ10145, TURBEMM L EERW1014-eT g3
Plasmid pXZio145 DNA from strain 1014-¢T which was derived by transforming
1014-¢ with DNA from strain 1014 (containing two plasmids)
s, pXZ10145, BFEBBEMEHEEAD104-sTHE K
Plasmid pXZ10145 DNA from strain 1014-T which was derived by transiorming
1014-6 with DNA from strain 1014-8T (containing one plasmidy
4, pXZro1asMpZMio141, 10148
Plasmid pXZ10145 and pZMio141 DNA from strain 1014
b, mit e EBoF KRDNARRHE
Agarose gel electrophoresis of plasmid pXZ10145 DNA from ¢,crenatum Be transiormants
1, BRS, HitEirubs No. plasmid DNA from strain C.cremgtum Bs -
2, MEDNA, FiggH@EBogey  Plasmid DNA from strain C,crenatum Bo iransformants
3, FEpXZ10145DNA  Plasmid pXZio145 DNA ‘ '
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