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Fig.4 Homologous analysis of deduced amino acid sequence of maize RIP genes
1. The amino acid sequence of maize RIP from kernels published by Walsh 1991
2. The deduced amino acid sequence of maize RIP gene determined in this paper

3. The amino acid sequence of maize RIP from endosperm published by Bass 1992
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Cloning and Sequencing of the Maize Ribosome-inactivating Protein Gene

FAN Qi GAO Xiao-Rong LI Wen-Li JIN Li-Ji An Li-Jia
Institute of Bio-chemistry Engineering Dalian University of Technology Dalian 116012

Abstract A gene encoding maize Ribosome-inactivating protein was amplified by means of PCR using mRNA of maize
leaves as a template and cloned into pUC19 vector. The amplified DNA sequence has been determined which consists of
828bp and encodes 275 amino acid residues. Comparison with previously reported sequence shows 98.4% homologies in

nucleotide sequence and 97.4% in amino acid sequence respectively.
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