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Teaching reforms the systematicness and comprehensiveness of
Applied Bioinformatics
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Abstract: Facing huge information, the traditional lecturing mode encountered lots of problems
regarding knowledge fragmentation and plainness, which makes study boring. Applied Bioinformatics
is an important tool for connecting knowledge points and can be utilized to solve the problems. To
utilize well, this paper discussed the systematic and comprehensive reforms of the Applied
Bioinformatics Course. This paper illustrated the teaching reforms that covered two aspects: the
systematic outline of teaching contents and the comprehensive analysis of biological topics from
popular science video. Based on feedbacks, students benefit a lot from the reforms and many aspects of
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their qualities were promoted. In the current information age, life science has been changing from the
traditional experimental science to the rational design and experimental verification science, which
dominated by thinking and analyzing. The Applied Bioinformatics course plays an important role in
training such kind of research abilities. The systematic and comprehensive teaching reforms have made
certain achievements, which has worth of learning and communicating.

Keywords: Applied Bioinformatics, Systematic teaching, Comprehensive teaching, Research teaching,

Teaching reforms
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Introductory part (overview)
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Figure 1 Contents structures and levels of Applied Bioinformatics course!'!
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Figure 4 The practice results of iceman video clips
T A ZFFFIHEER; B JHEAITER: 65 H Ry SIRTFS GenBank H5t5, 43308 FAYEFRRITE 1 000 R
FEMIAT LSRR, AR RARER 0.5%)FFI 22 S A K3 C: WU R By .
Note: A: Multiple sequence alignment results; B: Evolutionary results: Numbers in parenthesis represent the sequence’s accession number in
GenBank, the number at each branch point indicates the percentage supported by bootstrap, bar means 0.5% sequence divergence; C: Video
clips.
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