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Abstract Ten strains of Aeromonas spp. using a selective media Aeromonas agar base were isolated from the water sediment and intestine content of

healthy fish in fish ponds as well as the mud sample taken from rice fields in Zhongshan city Guangdong Province. They were identified by means

of conventional physiological and biochemical tests together with 16S rDNA sequencing. In addition

the phylogenetic relationship between these

strains and some type strains of Aeromonas spp. was analyzed based on their 16S rDNA sequences. Aeromonas hydrophila was found to be the most

frequently isolated Aeromonas species as expected. Other isolates were identified as Aeromonas caviae A . jandaei

A . veronii respectively among

which A. jandaei and A. veronii were new record of Aeromonas species in China. This is the first study for the diversity of Aeromonas species in the

environment in our country.
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4°C
1.2
20mL.
50ml. TSB 28C
1 Aeromonas agar base >
TSB
1.1 3 28°C
2005 7 TSB
30C ~ 31<C pHS8.0 PCR
6
20cm C2
15% LB -20C
EP 16S rRNA 1
1 10
LDC ODC ADH V.P. 16S rDNA
DMAL1 - - + - DQ313423 A caviae
DPF-9 + - + - DQ837030 A. wveronii
DPW-9 + - + DQ837031 A. wveronii
DPW-10 + - + DQ837032 A. jandaei
30-3 + - + DQ313425 A. jandaei
plOH-4 - - + = DQ313428 A. caviae
plOH-5 - - + - DQ313429 A. caviae
SF3-14 + - + - DQ837028 A . wveronii B
SFA3-1 + - + + DQ837029 A. veronii B
SWA-3 + - + + DQ313431 A. veronii Bi
DMA1 DPF-9 DPW-9 DPW-10
plOH-4 plOH-5 SF3-14 SFA3-1 SWA-3 i
1.3 polymerase 1.25U 1pL
94°C 2min 30 94°C 30s 54°C
58°C 30s 72°C 90s 72°C 10min
1.5
16S rRNA PCR
16S rDNA PMD18-T
TaKaRa E . coli DH5a
XS91-4-1" 16S rDNA
1.4 PCR NCBI Blast
® AstyF 5 CTACTT- 1.6
TITGCCGGCGAGCGG 3" AstyR 5’ TGATTCCCGAAG- GenBank DNA
GCACTCCC 3’ 16S rRNA ® 16SF 5’ type strain 16S rDNA
AGAGTTTGATCATGGCTCAG 3 16SR 5' 10 Clustal X 1.8
GGTTACCTTGTTACGACTT 3’ 50uL Mega 3.1 NJ
PCR Buffer 10 x S5pL  dNTP  2.5mmol/L A . ichthiosmia A . allosaccharophila
each 4pl. Primers F/R 10pmol/L each 1ul. Taq enteropelogenes
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A .veronii  A.trota ! 3
2
A . hydrophila
40%  A. hydrophila
10 10
0/129
O-F
PCR C2
1kb
10
16S rDNA
1
16S rDNA
DMA1 plOH-4 plOH-5 3
A . caviae  A.trota
16S rDNA E . coli
16S rDNA 154bp ~ 167bp °
E. coli 16S tDNA 457bp ~
476bp AGTTGGAAACGACT
CAGTAGCTAATATCTGCTGG 3
ADH LDC  ODC V.P.
A . caviae A . trota DPF-9 DPW-9 SF3-14
SFA3-1 SWA-3 5 A . veronii
LDC  ADH oDC
A . veronii TACTGGAAACGGTA
A . veronii TGGTAGCTAATAA-
CTGCCAG 5 A . veronii
£30-3 A . jandaei
LDC ADH  ODC
30-3 A.
veronii A . veronii A.
Jandaei A . jandaei
CAGTAGCTAATATCTGCTGG
DPW-10 A . jandaei
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HG4-A caviae
p10H<4

HG14-A trota
p10H-5
[ HG1-A hydrophila
L HGS5B-A.media
HGB-A.eucrenophila
HG7-A.sobria
HG11-ATCC35941
HG17-A. popoffii
HG16-A.encheleia
E HG2-A bestiarum
HG3-A.salmonicida
DPW-10

— f30-3
L HG9-A jandaei

[ HG12-A.schubertii
L HG13-CDC2478-85
SFA3-1
DPW-9
DPF-9

SF3-14
HG10-A. veronii
1

HG GenBank HG1 X74677
HG2 X60406 HG3 X74681 HG4 AY347680 HGSB X74679 HG6
X74675 HG7 X74683 HGY9 X74678 HGI10 X74684 HGI2
X74682 HG13 U88663 HG14 X60415 HGI16 AJ458408 HG17
AJ223180

3

3

2
A. caviae  A.veronii  A. jandaei
DPF-9  DPW-
9 0/129 V.P. 30-3
SK3-14  V.P.
16S rRNA
10
Aeromonas

A . hydrophila A . caviae A . veronit
© PERFRHMEMHARIEATIFKSHET htto://journals. im ac. cn



748 -

A . jandaei

complex
A . caviae complex

A . hydrophila complex

A . salmonicida A .

caviae A . media

A . eucrenophila

A . salmonicida

3
A. hydrophila complex
A. sobria complex
A . hydrophila A . bestiarum
caviae complex A.

A . sobria complex

A .veronit A .jandaei A . scubertii A.
trota A.veronii  A. jandaei
16S tDNA
99.5% " DNA
A . veronit biovar sobria
A . jandaei
13
16S rRNA
A.veronii  A. jandaet
DPW-10
A . jandaet
A.veronit  A. jandaei
GGTTGGCTAATACCCAATCG
RDP
GenBank
S000398436  S000398503 16S tDNA
A . hydrophila
A . caviae A.veronii  A. jandael
A . veronii
A . jandaet-like ?
LDC ODC ADH
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